
GO:0006139
nucleobase−containing compound metabolic process

0.555611
148 / 1811

GO:0006351
transcription, DNA−templated

0.000601
112 / 1017

GO:0006355
regulation of transcription, DNA−templated

2.96e−05
110 / 924

GO:0006725
cellular aromatic compound metabolic process

0.552787
180 / 2200

GO:0006807
nitrogen compound metabolic process

0.280772
192 / 2247

GO:0008150
biological_process

1.000000
781 / 9489

GO:0008152
metabolic process

0.109349
474 / 5556

GO:0009058
biosynthetic process

0.157765
274 / 3169

GO:0009059
macromolecule biosynthetic process

0.158114
165 / 1869

GO:0009889
regulation of biosynthetic process

2.99e−05
121 / 1038

GO:0009987
cellular process

0.580633
475 / 5797

GO:0010467
gene expression

0.151061
128 / 1429

GO:0010468
regulation of gene expression

0.000429
112 / 1008

GO:0010556
regulation of macromolecule biosynthetic process

0.000160
110 / 962

GO:0016070
RNA metabolic process

0.110385
128 / 1407

GO:0018130
heterocycle biosynthetic process

0.033924
129 / 1351

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.000103
111 / 962

GO:0019222
regulation of metabolic process

0.000868
140 / 1331

GO:0019438
aromatic compound biosynthetic process

0.081228
137 / 1492

GO:0031323
regulation of cellular metabolic process

0.000267
125 / 1134

GO:0031326
regulation of cellular biosynthetic process

0.000226
111 / 981

GO:0032774
RNA biosynthetic process

0.000671
112 / 1020

GO:0034641
cellular nitrogen compound metabolic process

0.349848
171 / 2021

GO:0034645
cellular macromolecule biosynthetic process

0.414066
153 / 1826

GO:0034654
nucleobase−containing compound biosynthetic process

0.015010
116 / 1167

GO:0043170
macromolecule metabolic process

0.466195
279 / 3371

GO:0044237
cellular metabolic process

0.408470
378 / 4549

GO:0044238
primary metabolic process

0.237241
382 / 4519

GO:0044249
cellular biosynthetic process

0.798395
230 / 2914

GO:0044260
cellular macromolecule metabolic process

0.603525
256 / 3145

GO:0044271
cellular nitrogen compound biosynthetic process

0.023856
129 / 1334

GO:0046483
heterocycle metabolic process

0.407202
170 / 2029

GO:0050789
regulation of biological process

0.000948
235 / 2403

GO:0050794
regulation of cellular process

0.000307
209 / 2064

GO:0050896
response to stimulus

4.66e−06
319 / 3180

GO:0051171
regulation of nitrogen compound metabolic process

4.42e−05
114 / 974

GO:0051252
regulation of RNA metabolic process

3.41e−05
110 / 927

GO:0060255
regulation of macromolecule metabolic process

0.004390
114 / 1099

GO:0065007
biological regulation

0.000180
263 / 2660

GO:0071704
organic substance metabolic process

0.111338
422 / 4923

GO:0080090
regulation of primary metabolic process

0.000163
125 / 1121

GO:0090304
nucleic acid metabolic process

0.256950
137 / 1580

GO:0097659
nucleic acid−templated transcription

0.000601
112 / 1017

GO:1901360
organic cyclic compound metabolic process

0.285587
199 / 2333

GO:1901362
organic cyclic compound biosynthetic process

0.015912
157 / 1634

GO:1901576
organic substance biosynthetic process

0.189940
263 / 3056

GO:1903506
regulation of nucleic acid−templated transcription

2.96e−05
110 / 924

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.000160
110 / 962

GO:2001141
regulation of RNA biosynthetic process

2.96e−05
110 / 924


