
GO:0000166
nucleotide binding

0.015634
182 / 1558

GO:0001882
nucleoside binding

0.008767
134 / 1094

GO:0001883
purine nucleoside binding

0.008252
134 / 1092

GO:0003674
molecular_function

1.000000
1024 / 10123

GO:0003824
catalytic activity

0.000320
452 / 3961

GO:0005488
binding

0.033121
515 / 4811

GO:0016491
oxidoreductase activity

6.43e−05
122 / 866

GO:0016651
oxidoreductase activity, acting on NAD(P)H

1.11e−06
32 / 129

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

4.50e−05
30 / 139

GO:0016668
oxidoreductase activity, acting on a sulfur group of donors,...

6.10e−10
29 / 82

GO:0017076
purine nucleotide binding

0.009035
134 / 1095

GO:0030554
adenyl nucleotide binding

0.006937
122 / 978

GO:0032549
ribonucleoside binding

0.008767
134 / 1094

GO:0032550
purine ribonucleoside binding

0.008252
134 / 1092

GO:0032553
ribonucleotide binding

0.007047
136 / 1105

GO:0032555
purine ribonucleotide binding

0.008252
134 / 1092

GO:0032559
adenyl ribonucleotide binding

0.006713
122 / 977

GO:0036094
small molecule binding

0.025519
186 / 1617

GO:0043167
ion binding
0.000267
309 / 2590

GO:0043168
anion binding

0.007620
162 / 1345

GO:0043531
ADP binding

3.72e−05
23 / 93

GO:0047134
protein−disulfide reductase activity

7.28e−11
29 / 76

GO:0097159
organic cyclic compound binding

0.411146
312 / 3049

GO:0097367
carbohydrate derivative binding

0.005644
138 / 1116

GO:1901265
nucleoside phosphate binding

0.015634
182 / 1558

GO:1901363
heterocyclic compound binding

0.410735
311 / 3039


