
GO:0006139
nucleobase−containing compound metabolic process

0.000287
300 / 2208

GO:0006396
RNA processing

6.10e−06
68 / 348

GO:0006725
cellular aromatic compound metabolic process

9.73e−05
343 / 2531

GO:0006807
nitrogen compound metabolic process

0.000888
349 / 2651

GO:0006996
organelle organization

8.29e−06
178 / 1151

GO:0008150
biological_process

1.000000
1025 / 8908

GO:0008152
metabolic process

0.215721
645 / 5501

GO:0009657
plastid organization

1.01e−08
70 / 308

GO:0009668
plastid membrane organization

1.34e−08
45 / 164

GO:0009892
negative regulation of metabolic process

8.28e−05
72 / 404

GO:0009987
cellular process

0.096042
676 / 5707

GO:0010027
thylakoid membrane organization

1.34e−08
45 / 164

GO:0010033
response to organic substance

0.802300
125 / 1157

GO:0010267
production of ta−siRNAs involved in RNA interference

1.63e−08
29 / 83

GO:0010467
gene expression

7.41e−05
229 / 1596

GO:0010468
regulation of gene expression

0.004813
152 / 1090

GO:0010605
negative regulation of macromolecule metabolic process

1.84e−05
69 / 366

GO:0010608
posttranscriptional regulation of gene expression

6.08e−08
47 / 183

GO:0010629
negative regulation of gene expression

4.89e−06
65 / 326

GO:0014070
response to organic cyclic compound

0.148527
55 / 416

GO:0016043
cellular component organization

0.001230
229 / 1671

GO:0016070
RNA metabolic process

3.51e−05
239 / 1658

GO:0016246
RNA interference

2.28e−08
38 / 129

GO:0016441
posttranscriptional gene silencing

3.38e−08
39 / 136

GO:0016458
gene silencing

2.42e−07
59 / 263

GO:0019222
regulation of metabolic process

0.010073
190 / 1421

GO:0030422
production of siRNA involved in RNA interference

2.07e−07
31 / 102

GO:0031047
gene silencing by RNA

2.62e−07
52 / 221

GO:0031050
dsRNA fragmentation

3.35e−07
31 / 104

GO:0034641
cellular nitrogen compound metabolic process

0.000221
331 / 2456

GO:0035194
posttranscriptional gene silencing by RNA

5.64e−08
38 / 133

GO:0040029
regulation of gene expression, epigenetic

2.39e−06
62 / 300

GO:0042221
response to chemical

0.870376
167 / 1559

GO:0043170
macromolecule metabolic process

0.064231
437 / 3598

GO:0043331
response to dsRNA

3.35e−07
31 / 104

GO:0044237
cellular metabolic process

0.031451
572 / 4724

GO:0044238
primary metabolic process

0.199304
544 / 4613

GO:0044260
cellular macromolecule metabolic process

0.050484
416 / 3402

GO:0044699
single−organism process

0.009397
631 / 5177

GO:0044710
single−organism metabolic process

0.000671
417 / 3214

GO:0044763
single−organism cellular process

0.000568
522 / 4107

GO:0044802
single−organism membrane organization

0.000864
55 / 314

GO:0046483
heterocycle metabolic process

0.000140
330 / 2434

GO:0048519
negative regulation of biological process

0.011800
96 / 670

GO:0050789
regulation of biological process

0.310077
275 / 2329

GO:0050896
response to stimulus

0.637877
320 / 2820

GO:0051716
cellular response to stimulus

0.611116
147 / 1300

GO:0060255
regulation of macromolecule metabolic process

0.015683
163 / 1216

GO:0061024
membrane organization

0.001172
55 / 318

GO:0065007
biological regulation

0.422093
294 / 2528

GO:0070887
cellular response to chemical stimulus

0.489998
71 / 612

GO:0070918
production of small RNA involved in gene silencing by RNA

3.35e−07
31 / 104

GO:0071310
cellular response to organic substance

0.374694
66 / 550

GO:0071359
cellular response to dsRNA

3.35e−07
31 / 104

GO:0071407
cellular response to organic cyclic compound

0.045920
41 / 274

GO:0071704
organic substance metabolic process

0.203696
585 / 4972

GO:0071840
cellular component organization or biogenesis

0.001274
248 / 1827

GO:0090304
nucleic acid metabolic process

0.000260
267 / 1935

GO:1901360
organic cyclic compound metabolic process

0.000185
352 / 2625

GO:1901698
response to nitrogen compound

0.168163
47 / 355

GO:1901699
cellular response to nitrogen compound

2.70e−06
32 / 119


