
GO:0000166
nucleotide binding

0.019188
195 / 1629

GO:0001882
nucleoside binding

0.024065
142 / 1162

GO:0001883
purine nucleoside binding

0.022262
142 / 1159

GO:0003674
molecular_function

1.000000
1086 / 10363

GO:0003824
catalytic activity

0.003406
467 / 4057

GO:0005488
binding

0.012403
554 / 4948

GO:0016491
oxidoreductase activity

0.001348
113 / 824

GO:0016651
oxidoreductase activity, acting on NAD(P)H

5.79e−05
27 / 117

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.000133
28 / 129

GO:0016668
oxidoreductase activity, acting on a sulfur group of donors,...

5.85e−07
23 / 72

GO:0017076
purine nucleotide binding

0.019558
143 / 1163

GO:0030554
adenyl nucleotide binding

0.036937
125 / 1027

GO:0032549
ribonucleoside binding

0.023451
142 / 1161

GO:0032550
purine ribonucleoside binding

0.022262
142 / 1159

GO:0032553
ribonucleotide binding

0.015420
145 / 1172

GO:0032555
purine ribonucleotide binding

0.022262
142 / 1159

GO:0032559
adenyl ribonucleotide binding

0.036012
125 / 1026

GO:0036094
small molecule binding

0.032306
198 / 1680

GO:0043167
ion binding
0.002526
316 / 2643

GO:0043168
anion binding

0.072009
163 / 1401

GO:0043531
ADP binding

1.55e−06
24 / 81

GO:0047134
protein−disulfide reductase activity

1.33e−07
23 / 67

GO:0097159
organic cyclic compound binding

0.054873
358 / 3191

GO:0097367
carbohydrate derivative binding

0.011459
148 / 1188

GO:1901265
nucleoside phosphate binding

0.019188
195 / 1629

GO:1901363
heterocyclic compound binding

0.055996
357 / 3183


