
GO:0000166
nucleotide binding

0.315923
190 / 1604

GO:0001882
nucleoside binding

0.742572
123 / 1126

GO:0001883
purine nucleoside binding

0.727813
123 / 1122

GO:0003674
molecular_function

1.000000
1185 / 10333

GO:0003824
catalytic activity

0.011747
501 / 4051

GO:0005488
binding

0.067573
575 / 4799

GO:0016491
oxidoreductase activity

0.000366
130 / 857

GO:0016651
oxidoreductase activity, acting on NAD(P)H

3.43e−08
38 / 131

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

1.27e−05
36 / 151

GO:0016668
oxidoreductase activity, acting on a sulfur group of donors,...

9.17e−09
30 / 86

GO:0017076
purine nucleotide binding

0.738925
123 / 1125

GO:0030554
adenyl nucleotide binding

0.660620
110 / 990

GO:0032549
ribonucleoside binding

0.738925
123 / 1125

GO:0032550
purine ribonucleoside binding

0.727813
123 / 1122

GO:0032553
ribonucleotide binding

0.717266
125 / 1137

GO:0032555
purine ribonucleotide binding

0.731545
123 / 1123

GO:0032559
adenyl ribonucleotide binding

0.660620
110 / 990

GO:0036094
small molecule binding

0.282652
198 / 1663

GO:0043167
ion binding
0.204547
307 / 2572

GO:0043168
anion binding

0.604391
152 / 1347

GO:0043531
ADP binding

1.39e−05
25 / 89

GO:0047134
protein−disulfide reductase activity

8.21e−09
29 / 81

GO:0097159
organic cyclic compound binding

0.716467
346 / 3087

GO:0097367
carbohydrate derivative binding

0.750597
126 / 1155

GO:1901265
nucleoside phosphate binding

0.315923
190 / 1604

GO:1901363
heterocyclic compound binding

0.715889
345 / 3078


