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chromatin organization

7.65e−08
109 / 393

GO:0006996
organelle organization

2.93e−13
294 / 1174

GO:0008150
biological_process

1.0000
1770 / 10289

GO:0008152
metabolic process

2.37e−06
1139 / 6121

GO:0009892
negative regulation of metabolic process

7.71e−07
112 / 424

GO:0009987
cellular process

7.08e−07
1189 / 6392

GO:0010467
gene expression

0.0194
329 / 1736

GO:0010468
regulation of gene expression

0.2443
214 / 1192

GO:0010605
negative regulation of macromolecule metabolic process

4.62e−08
108 / 385

GO:0010629
negative regulation of gene expression

5.45e−08
98 / 341

GO:0016043
cellular component organization

1.61e−06
380 / 1804

GO:0016458
gene silencing

1.62e−10
90 / 275

GO:0016568
chromatin modification

4.66e−10
102 / 331

GO:0016569
covalent chromatin modification

8.91e−11
100 / 314

GO:0019222
regulation of metabolic process

0.1714
271 / 1498

GO:0040029
regulation of gene expression, epigenetic

7.27e−11
100 / 313

GO:0043170
macromolecule metabolic process

2.08e−05
760 / 3969

GO:0043933
macromolecular complex subunit organization

1.19e−07
176 / 715

GO:0044699
single−organism process

1.82e−06
1085 / 5795

GO:0044763
single−organism cellular process

1.77e−09
897 / 4557

GO:0048519
negative regulation of biological process

4.40e−06
167 / 708

GO:0050789
regulation of biological process

0.0281
473 / 2562

GO:0051276
chromosome organization

3.89e−09
144 / 533

GO:0060255
regulation of macromolecule metabolic process

0.0586
244 / 1299

GO:0065007
biological regulation

0.0379
512 / 2797

GO:0071704
organic substance metabolic process

1.26e−07
1053 / 5548

GO:0071840
cellular component organization or biogenesis

8.65e−05
401 / 1993

GO:1902589
single−organism organelle organization

2.65e−13
198 / 715


