
GO:0000166
nucleotide binding

0.122071
122 / 1288

GO:0003674
molecular_function

1.000000
674 / 7838

GO:0003824
catalytic activity

0.000291
309 / 3099

GO:0005488
binding

0.057165
341 / 3732

GO:0016491
oxidoreductase activity

1.48e−06
87 / 617

GO:0020037
heme binding

2.96e−05
23 / 107

GO:0036094
small molecule binding

0.134653
125 / 1328

GO:0043167
ion binding
0.046613
184 / 1924

GO:0043168
anion binding

0.024169
111 / 1085

GO:0046906
tetrapyrrole binding

0.000633
23 / 130

GO:0048037
cofactor binding

3.08e−05
34 / 191

GO:0050660
flavin adenine dinucleotide binding

0.000165
14 / 55

GO:0050662
coenzyme binding

5.96e−05
26 / 134

GO:0097159
organic cyclic compound binding

0.265731
218 / 2446

GO:1901265
nucleoside phosphate binding

0.122071
122 / 1288

GO:1901363
heterocyclic compound binding

0.251161
218 / 2440


