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catalytic activity
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621 / 4933
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aldo−keto reductase (NADP) activity
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7 / 12

GO:0005215
transporter activity
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93 / 759
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binding
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632 / 5638

GO:0015144
carbohydrate transmembrane transporter activity

8.23e−05
21 / 75
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chlorophyll binding
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7 / 13

GO:0016491
oxidoreductase activity

0.006208
139 / 983

GO:0016614
oxidoreductase activity, acting on CH−OH group of donors

0.027068
22 / 124

GO:0016616
oxidoreductase activity, acting on the CH−OH group of donors...

0.010420
21 / 107

GO:0016740
transferase activity

0.473965
213 / 1828

GO:0016757
transferase activity, transferring glycosyl groups

0.350069
40 / 323

GO:0016758
transferase activity, transferring hexosyl groups

0.162244
32 / 231

GO:0016762
xyloglucan:xyloglucosyl transferase activity

1.83e−05
12 / 27

GO:0022857
transmembrane transporter activity

0.406650
71 / 594

GO:0022891
substrate−specific transmembrane transporter activity

0.080079
67 / 489

GO:0022892
substrate−specific transporter activity

0.273292
70 / 562

GO:0046906
tetrapyrrole binding

0.335661
28 / 221

GO:0097159
organic cyclic compound binding

0.980424
387 / 3624

GO:1901363
heterocyclic compound binding

0.978683
387 / 3619

GO:1901476
carbohydrate transporter activity

8.23e−05
21 / 75


