
GO:0006082
organic acid metabolic process

0.93829
297 / 734

GO:0006139
nucleobase−containing compound metabolic process

0.68428
828 / 1942

GO:0006351
transcription, DNA−templated

0.01303
542 / 1175

GO:0006355
regulation of transcription, DNA−templated

0.00346
491 / 1044

GO:0006629
lipid metabolic process

0.58271
269 / 629

GO:0006720
isoprenoid metabolic process

0.21770
116 / 254

GO:0006721
terpenoid metabolic process

0.04719
78 / 156

GO:0006725
cellular aromatic compound metabolic process

0.85006
922 / 2187

GO:0006807
nitrogen compound metabolic process

0.95392
912 / 2194

GO:0007275
multicellular organismal development

0.06910
632 / 1407

GO:0008150
biological_process

1.00000
3799 / 8817

GO:0008152
metabolic process

0.99952
1981 / 4774

GO:0008299
isoprenoid biosynthetic process

0.16701
113 / 244

GO:0008610
lipid biosynthetic process

0.64120
180 / 425

GO:0009058
biosynthetic process

0.97659
1120 / 2697

GO:0009059
macromolecule biosynthetic process

0.15680
798 / 1807

GO:0009653
anatomical structure morphogenesis

0.00699
379 / 802

GO:0009685
gibberellin metabolic process

0.00393
25 / 38

GO:0009686
gibberellin biosynthetic process

0.00331
23 / 34

GO:0009887
organ morphogenesis

0.00246
147 / 286

GO:0009889
regulation of biosynthetic process

0.01240
521 / 1127

GO:0009987
cellular process

0.99938
2054 / 4939

GO:0010467
gene expression

0.06941
674 / 1503

GO:0010468
regulation of gene expression

0.00954
531 / 1146

GO:0010556
regulation of macromolecule biosynthetic process

0.00478
509 / 1088

GO:0016053
organic acid biosynthetic process

0.95790
164 / 419

GO:0016070
RNA metabolic process

0.18046
688 / 1558

GO:0016101
diterpenoid metabolic process

0.01578
25 / 41

GO:0016102
diterpenoid biosynthetic process

0.00574
23 / 35

GO:0016114
terpenoid biosynthetic process

0.02581
75 / 146

GO:0018130
heterocycle biosynthetic process

0.38743
609 / 1401

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.00432
514 / 1098

GO:0019222
regulation of metabolic process

0.04555
643 / 1424

GO:0019438
aromatic compound biosynthetic process

0.35202
653 / 1499

GO:0019752
carboxylic acid metabolic process

0.98150
271 / 688

GO:0031323
regulation of cellular metabolic process

0.02145
568 / 1241

GO:0031326
regulation of cellular biosynthetic process

0.00799
512 / 1101

GO:0032501
multicellular organismal process

0.04394
717 / 1592

GO:0032502
developmental process

0.03902
750 / 1665

GO:0032774
RNA biosynthetic process

0.01400
542 / 1176

GO:0034641
cellular nitrogen compound metabolic process

0.86445
872 / 2073

GO:0034645
cellular macromolecule biosynthetic process

0.13702
787 / 1778

GO:0034654
nucleobase−containing compound biosynthetic process

0.11573
569 / 1274

GO:0043170
macromolecule metabolic process

0.95180
1322 / 3153

GO:0043436
oxoacid metabolic process

0.94364
296 / 733

GO:0044237
cellular metabolic process

0.99984
1595 / 3893

GO:0044238
primary metabolic process

0.99785
1636 / 3949

GO:0044249
cellular biosynthetic process

0.87062
1066 / 2528

GO:0044255
cellular lipid metabolic process

0.40149
216 / 494

GO:0044260
cellular macromolecule metabolic process

0.98052
1231 / 2961

GO:0044271
cellular nitrogen compound biosynthetic process

0.28893
611 / 1395

GO:0044281
small molecule metabolic process

0.99648
405 / 1032

GO:0044283
small molecule biosynthetic process

0.95785
209 / 528

GO:0044699
single−organism process

0.99959
1838 / 4445

GO:0044707
single−multicellular organism process

0.06969
642 / 1430

GO:0044710
single−organism metabolic process

0.99994
967 / 2428

GO:0044711
single−organism biosynthetic process

0.99998
470 / 1245

GO:0044763
single−organism cellular process

0.99985
1340 / 3297

GO:0044767
single−organism developmental process

0.04372
728 / 1617

GO:0046394
carboxylic acid biosynthetic process

0.95790
164 / 419

GO:0046483
heterocycle metabolic process

0.89889
866 / 2067

GO:0048513
organ development

0.01104
335 / 709

GO:0048731
system development

0.13198
482 / 1078

GO:0048856
anatomical structure development

0.02735
698 / 1540

GO:0050789
regulation of biological process

0.30403
957 / 2196

GO:0050794
regulation of cellular process

0.31914
829 / 1902

GO:0051171
regulation of nitrogen compound metabolic process

0.00580
516 / 1106

GO:0051252
regulation of RNA metabolic process

0.00339
492 / 1046

GO:0060255
regulation of macromolecule metabolic process

0.02328
567 / 1240

GO:0065007
biological regulation

0.37081
1025 / 2362

GO:0071704
organic substance metabolic process

0.99977
1752 / 4254

GO:0080090
regulation of primary metabolic process

0.03599
552 / 1213

GO:0090304
nucleic acid metabolic process

0.38339
776 / 1787

GO:0097659
nucleic acid−templated transcription

0.01303
542 / 1175

GO:1901360
organic cyclic compound metabolic process

0.90960
939 / 2241

GO:1901362
organic cyclic compound biosynthetic process

0.54968
670 / 1559

GO:1901576
organic substance biosynthetic process

0.95776
1100 / 2637

GO:1903506
regulation of nucleic acid−templated transcription

0.00346
491 / 1044

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.00478
509 / 1088

GO:2001141
regulation of RNA biosynthetic process

0.00346
491 / 1044


