
GO:0006139
nucleobase−containing compound metabolic process

0.21195
873 / 2074

GO:0006351
transcription, DNA−templated

0.01219
547 / 1235

GO:0006355
regulation of transcription, DNA−templated

0.00850
492 / 1101

GO:0006725
cellular aromatic compound metabolic process

0.41279
996 / 2399

GO:0006807
nitrogen compound metabolic process

0.71902
988 / 2420

GO:0007275
multicellular organismal development

0.91361
639 / 1605

GO:0007389
pattern specification process

0.74058
67 / 171

GO:0008150
biological_process

1.00000
3865 / 9357

GO:0008152
metabolic process

0.87337
2200 / 5390

GO:0009058
biosynthetic process

0.79325
1268 / 3113

GO:0009059
macromolecule biosynthetic process

0.10142
854 / 2006

GO:0009798
axis specification

0.00854
30 / 51

GO:0009889
regulation of biosynthetic process

0.01775
531 / 1203

GO:0009987
cellular process

0.92606
2250 / 5528

GO:0010467
gene expression

0.04842
716 / 1659

GO:0010468
regulation of gene expression

0.01235
535 / 1207

GO:0010556
regulation of macromolecule biosynthetic process

0.01872
506 / 1145

GO:0016070
RNA metabolic process

0.03765
719 / 1661

GO:0018130
heterocycle biosynthetic process

0.15190
646 / 1519

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.01209
510 / 1148

GO:0019222
regulation of metabolic process

0.03667
651 / 1499

GO:0019438
aromatic compound biosynthetic process

0.11942
698 / 1637

GO:0031323
regulation of cellular metabolic process

0.02294
570 / 1299

GO:0031326
regulation of cellular biosynthetic process

0.02031
511 / 1158

GO:0032501
multicellular organismal process

0.87603
677 / 1689

GO:0032502
developmental process

0.88594
712 / 1777

GO:0032774
RNA biosynthetic process

0.01304
547 / 1236

GO:0034641
cellular nitrogen compound metabolic process

0.32565
937 / 2245

GO:0034645
cellular macromolecule biosynthetic process

0.05858
843 / 1966

GO:0034654
nucleobase−containing compound biosynthetic process

0.05722
593 / 1370

GO:0043170
macromolecule metabolic process

0.35183
1462 / 3517

GO:0044237
cellular metabolic process

0.83961
1815 / 4450

GO:0044238
primary metabolic process

0.91180
1811 / 4461

GO:0044249
cellular biosynthetic process

0.54122
1187 / 2878

GO:0044260
cellular macromolecule metabolic process

0.26479
1375 / 3293

GO:0044271
cellular nitrogen compound biosynthetic process

0.09046
646 / 1506

GO:0044699
single−organism process

0.99931
1989 / 4998

GO:0044707
single−multicellular organism process

0.91986
646 / 1624

GO:0044767
single−organism developmental process

0.90824
695 / 1741

GO:0046483
heterocycle metabolic process

0.36944
935 / 2246

GO:0050789
regulation of biological process

0.10723
1031 / 2432

GO:0050794
regulation of cellular process

0.01689
911 / 2102

GO:0051171
regulation of nitrogen compound metabolic process

0.01069
515 / 1158

GO:0051252
regulation of RNA metabolic process

0.00768
493 / 1102

GO:0060255
regulation of macromolecule metabolic process

0.01411
572 / 1296

GO:0065007
biological regulation

0.20241
1108 / 2638

GO:0071704
organic substance metabolic process

0.92529
1953 / 4810

GO:0080090
regulation of primary metabolic process

0.02462
564 / 1286

GO:0090304
nucleic acid metabolic process

0.03821
813 / 1885

GO:0097659
nucleic acid−templated transcription

0.01219
547 / 1235

GO:1901360
organic cyclic compound metabolic process

0.68576
1025 / 2505

GO:1901362
organic cyclic compound biosynthetic process

0.39377
730 / 1754

GO:1901576
organic substance biosynthetic process

0.68557
1245 / 3039

GO:1903506
regulation of nucleic acid−templated transcription

0.00850
492 / 1101

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.01872
506 / 1145

GO:2001141
regulation of RNA biosynthetic process

0.00850
492 / 1101


