
GO:0000166

nucleotide binding

0.012744
53 / 1596

GO:0001882

nucleoside binding

0.002701

43 / 1136

GO:0001883

purine nucleoside binding

0.002526
43 / 1132

GO:0003674

molecular_function

1.000000

228 / 9210

GO:0005488

binding

0.127409

119 / 4444

GO:0005515

protein binding

0.115308
36 / 1190

GO:0005524

ATP binding

0.002484

37 / 932

GO:0017076

purine nucleotide binding

0.002612

43 / 1134

GO:0030554

adenyl nucleotide binding

0.005414

38 / 1010

GO:0032549

ribonucleoside binding

0.002656
43 / 1135

GO:0032550

purine ribonucleoside binding

0.002526

43 / 1132

GO:0032553

ribonucleotide binding

0.002983

43 / 1142

GO:0032555

purine ribonucleotide binding

0.002526

43 / 1132

GO:0032559

adenyl ribonucleotide binding

0.005326

38 / 1009

GO:0035639

purine ribonucleoside triphosphate binding

0.001184
42 / 1056

GO:0036094

small molecule binding

0.020297
53 / 1637

GO:0043167

ion binding

0.018607
75 / 2446

GO:0043168

anion binding

0.003640

49 / 1360

GO:0051082

unfolded protein binding

0.000884

7 / 63

GO:0097159

organic cyclic compound binding

0.495799
73 / 2928

GO:0097367

carbohydrate derivative binding

0.001337
45 / 1162

GO:1901265

nucleoside phosphate binding

0.012744

53 / 1596

GO:1901363

heterocyclic compound binding

0.484405
73 / 2920


