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3.46e−05
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transferase activity, transferring phosphorus−containing gro...
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147 / 788
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0.003701
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3.15e−05
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carbohydrate kinase activity

0.002390
11 / 24
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organic cyclic compound binding

0.999308
541 / 3167
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heterocyclic compound binding
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541 / 3161


