
GO:0001071

nucleic acid binding transcription factor activity

0.00114

155 / 675

GO:0003674

molecular_function

1.00000

1439 / 7806

GO:0003700

sequence−specific DNA binding transcription factor activity

0.00114

155 / 675

GO:0003824

catalytic activity

0.88469

555 / 3117

GO:0005215

transporter activity

0.02220

109 / 496

GO:0005488

binding

0.02423

742 / 3839

GO:0005509

calcium ion binding

0.00101

39 / 131

GO:0008324

cation transmembrane transporter activity

0.11023

37 / 165

GO:0015075

ion transmembrane transporter activity

0.13610

55 / 259

GO:0015085

calcium ion transmembrane transporter activity

0.00234

9 / 18

GO:0015399

primary active transmembrane transporter activity

0.11707

25 / 107

GO:0015405

P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.11707

25 / 107

GO:0015662

ATPase activity, coupled to transmembrane movement of ions, ...

0.00241

12 / 28

GO:0016462

pyrophosphatase activity

0.40546

67 / 352

GO:0016787

hydrolase activity

0.32199

216 / 1139

GO:0016817

hydrolase activity, acting on acid anhydrides

0.43212

68 / 360

GO:0016818

hydrolase activity, acting on acid anhydrides, in phosphorus...

0.42576

67 / 354

GO:0016820

hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.12022

21 / 88

GO:0016887

ATPase activity

0.30855

40 / 200

GO:0017111

nucleoside−triphosphatase activity

0.53603

63 / 343

GO:0022804

active transmembrane transporter activity

0.02041

50 / 206

GO:0022857

transmembrane transporter activity

0.05037

84 / 386

GO:0022890

inorganic cation transmembrane transporter activity

0.16007

26 / 116

GO:0022891

substrate−specific transmembrane transporter activity

0.06310

70 / 320

GO:0022892

substrate−specific transporter activity

0.04048

83 / 377

GO:0042623

ATPase activity, coupled

0.18223

32 / 148

GO:0042625

ATPase activity, coupled to transmembrane movement of ions

0.02771

14 / 45

GO:0042626

ATPase activity, coupled to transmembrane movement of substa...

0.15390

20 / 86

GO:0043167

ion binding

0.16214

397 / 2070

GO:0043169

cation binding

0.00435

234 / 1095

GO:0043492

ATPase activity, coupled to movement of substances

0.15390

20 / 86

GO:0046872

metal ion binding

0.00613

220 / 1031

GO:0046873

metal ion transmembrane transporter activity

0.30224

15 / 70

GO:0072509

divalent inorganic cation transmembrane transporter activity

0.05829

9 / 28


