
GO:0000166

nucleotide binding

0.550819

77 / 1527

GO:0001071

nucleic acid binding transcription factor activity

0.001846

53 / 697

GO:0003674

molecular_function

1.000000

477 / 9386

GO:0003700

sequence−specific DNA binding transcription factor activity

0.001789

53 / 696

GO:0003824

catalytic activity

0.975598

168 / 3697

GO:0004672

protein kinase activity

0.122497

31 / 491

GO:0004674

protein serine/threonine kinase activity

0.068555

29 / 428

GO:0004702

receptor signaling protein serine/threonine kinase activity

0.020350

3 / 12

GO:0004871

signal transducer activity

0.326002

7 / 110

GO:0005057

receptor signaling protein activity

0.108029

4 / 36

GO:0005215

transporter activity

0.684481

24 / 510

GO:0005488

binding

0.744569

219 / 4437

GO:0008324

cation transmembrane transporter activity

0.460310

10 / 184

GO:0010181

FMN binding

0.007354

4 / 16

GO:0015075

ion transmembrane transporter activity

0.437978

15 / 277

GO:0016301

kinase activity

0.105814

37 / 590

GO:0016740

transferase activity

0.619497

70 / 1415

GO:0016772

transferase activity, transferring phosphorus−containing gro...

0.161178

41 / 689

GO:0016773

phosphotransferase activity, alcohol group as acceptor

0.117177

35 / 560

GO:0022857

transmembrane transporter activity

0.715651

18 / 394

GO:0022890

inorganic cation transmembrane transporter activity

0.258171

8 / 119

GO:0022891

substrate−specific transmembrane transporter activity

0.706272

15 / 329

GO:0022892

substrate−specific transporter activity

0.682962

18 / 386

GO:0032553

ribonucleotide binding

0.401604

58 / 1100

GO:0036094

small molecule binding

0.559576

79 / 1570

GO:0043167

ion binding

0.674480

116 / 2356

GO:0043168

anion binding

0.570738

65 / 1297

GO:0046873

metal ion transmembrane transporter activity

0.049632

8 / 80

GO:0046915

transition metal ion transmembrane transporter activity

0.000184

6 / 18

GO:0048037

cofactor binding

0.342783

12 / 204

GO:0050662

coenzyme binding

0.175003

11 / 157

GO:0060089

molecular transducer activity

0.451911

7 / 125

GO:0097159

organic cyclic compound binding

0.738318

137 / 2809

GO:0097367

carbohydrate derivative binding

0.454045

58 / 1118

GO:1901265

nucleoside phosphate binding

0.550819

77 / 1527

GO:1901363

heterocyclic compound binding

0.754827

136 / 2799


