
GO:0003674
molecular_function
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1440 / 11440

GO:0003824
catalytic activity

0.063705
610 / 4631

GO:0004175
endopeptidase activity

0.268918
25 / 174

GO:0004190
aspartic−type endopeptidase activity

0.002255
13 / 44

GO:0005215
transporter activity

0.034601
113 / 764

GO:0005488
binding

0.765819
646 / 5230

GO:0008233
peptidase activity

0.518948
38 / 301

GO:0008289
lipid binding
0.000951
31 / 139

GO:0008324
cation transmembrane transporter activity

0.365998
37 / 276

GO:0015075
ion transmembrane transporter activity

0.083566
62 / 415

GO:0015085
calcium ion transmembrane transporter activity

0.001918
8 / 20

GO:0016740
transferase activity

0.001919
261 / 1770

GO:0016757
transferase activity, transferring glycosyl groups

0.000860
59 / 313

GO:0016787
hydrolase activity

0.477470
202 / 1596

GO:0022857
transmembrane transporter activity

0.084441
87 / 600

GO:0022890
inorganic cation transmembrane transporter activity

0.634036
23 / 192

GO:0022891
substrate−specific transmembrane transporter activity

0.098499
73 / 501

GO:0022892
substrate−specific transporter activity

0.065357
85 / 577

GO:0046873
metal ion transmembrane transporter activity

0.626294
13 / 109

GO:0070001
aspartic−type peptidase activity

0.002255
13 / 44

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.683931
34 / 288

GO:0072509
divalent inorganic cation transmembrane transporter activity

0.083691
9 / 43


