
GO:0002252
immune effector process

0.00178
9 / 147

GO:0002376
immune system process

0.35739
10 / 455

GO:0006139
nucleobase−containing compound metabolic process

0.04722
39 / 1607

GO:0006396
RNA processing

0.01917
9 / 213

GO:0006725
cellular aromatic compound metabolic process

0.05315
44 / 1867

GO:0006807
nitrogen compound metabolic process

0.01840
47 / 1892

GO:0008150
biological_process

1.00000
130 / 6879

GO:0008152
metabolic process

0.12535
86 / 4190

GO:0009892
negative regulation of metabolic process

0.02781
11 / 303

GO:0009987
cellular process

0.32631
88 / 4500

GO:0010033
response to organic substance
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43 / 1751

GO:0035194
posttranscriptional gene silencing by RNA

0.02510
5 / 88

GO:0040029
regulation of gene expression, epigenetic

0.02692
9 / 226

GO:0042221
response to chemical

0.02816
34 / 1312

GO:0043170
macromolecule metabolic process

0.01352
66 / 2812

GO:0043331
response to dsRNA

0.00653
5 / 63

GO:0044237
cellular metabolic process

0.09308
76 / 3601

GO:0044238
primary metabolic process

0.05040
77 / 3559

GO:0044260
cellular macromolecule metabolic process
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82 / 3834

GO:0090304
nucleic acid metabolic process
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