
GO:0003674
molecular_function

1.00000
130 / 6654

GO:0003676
nucleic acid binding

0.28880
22 / 990

GO:0003723
RNA binding

0.53268
5 / 247

GO:0003743
translation initiation factor activity

0.02806
3 / 34

GO:0003774
motor activity

0.01394
4 / 48

GO:0003777
microtubule motor activity

0.00674
4 / 39

GO:0003824
catalytic activity

0.65740
53 / 2804

GO:0004672
protein kinase activity

0.08278
13 / 436

GO:0004674
protein serine/threonine kinase activity

0.19892
10 / 376

GO:0004693
cyclin−dependent protein serine/threonine kinase activity

0.02566
2 / 13

GO:0005488
binding
0.11993
71 / 3269

GO:0008135
translation factor activity, nucleic acid binding

0.09192
3 / 55

GO:0016301
kinase activity

0.18234
13 / 503

GO:0016462
pyrophosphatase activity

0.50250
7 / 341

GO:0016740
transferase activity

0.74090
20 / 1142

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.24684
14 / 583

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.14473
13 / 481

GO:0016787
hydrolase activity

0.22002
23 / 995

GO:0016817
hydrolase activity, acting on acid anhydrides

0.52746
7 / 349

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.51191
7 / 344

GO:0017111
nucleoside−triphosphatase activity

0.47716
7 / 333

GO:0097159
organic cyclic compound binding

0.32603
45 / 2158

GO:0097472
cyclin−dependent protein kinase activity

0.02566
2 / 13

GO:1901363
heterocyclic compound binding

0.31935
45 / 2153


