
GO:0006081
cellular aldehyde metabolic process

0.27650
4 / 120

GO:0006082
organic acid metabolic process

0.75200
13 / 677

GO:0006089
lactate metabolic process

0.02569
3 / 29

GO:0007154
cell communication

0.04282
23 / 716

GO:0007165
signal transduction

0.09225
17 / 543

GO:0007264
small GTPase mediated signal transduction

0.00517
4 / 32

GO:0007275
multicellular organismal development

0.36704
26 / 1085

GO:0008150
biological_process

1.00000
141 / 6350

GO:0008152
metabolic process

0.45840
83 / 3687

GO:0009056
catabolic process

0.91587
9 / 588

GO:0009438
methylglyoxal metabolic process

0.02809
3 / 30

GO:0009653
anatomical structure morphogenesis

0.03117
20 / 581

GO:0009888
tissue development

0.02614
16 / 426

GO:0009987
cellular process

0.49681
85 / 3802

GO:0010015
root morphogenesis

0.02507
9 / 190

GO:0019243
methylglyoxal catabolic process to D−lactate

0.02569
3 / 29

GO:0019752
carboxylic acid metabolic process

0.67788
13 / 641

GO:0022622
root system development

0.04534
10 / 245

GO:0023052
signaling
0.12069
17 / 565

GO:0032501
multicellular organismal process

0.33446
28 / 1155

GO:0032502
developmental process

0.20359
32 / 1246

GO:0032787
monocarboxylic acid metabolic process

0.54702
10 / 450

GO:0035556
intracellular signal transduction

0.11920
7 / 186

GO:0042180
cellular ketone metabolic process

0.12244
3 / 55

GO:0042182
ketone catabolic process

0.02809
3 / 30

GO:0043436
oxoacid metabolic process

0.75200
13 / 677

GO:0044237
cellular metabolic process

0.61734
65 / 2984

GO:0044248
cellular catabolic process

0.92775
7 / 491

GO:0044281
small molecule metabolic process

0.73008
19 / 952

GO:0044282
small molecule catabolic process

0.48486
5 / 206

GO:0044699
single−organism process

0.48575
81 / 3615

GO:0044700
single organism signaling

0.12069
17 / 565

GO:0044707
single−multicellular organism process

0.38434
26 / 1094

GO:0044710
single−organism metabolic process

0.70529
44 / 2095

GO:0044712
single−organism catabolic process

0.57037
9 / 412

GO:0044763
single−organism cellular process

0.39232
63 / 2744

GO:0044767
single−organism developmental process

0.22170
31 / 1216

GO:0046185
aldehyde catabolic process

0.02809
3 / 30

GO:0048364
root development

0.04430
10 / 244

GO:0048513
organ development

0.32929
15 / 590

GO:0048731
system development

0.43320
20 / 853

GO:0048856
anatomical structure development

0.27502
28 / 1121

GO:0050789
regulation of biological process

0.72024
33 / 1600

GO:0050794
regulation of cellular process

0.57558
30 / 1374

GO:0050896
response to stimulus

0.26221
51 / 2117

GO:0051596
methylglyoxal catabolic process

0.02809
3 / 30

GO:0051716
cellular response to stimulus

0.17713
25 / 931

GO:0065007
biological regulation

0.86643
34 / 1771

GO:0071704
organic substance metabolic process

0.67387
70 / 3249

GO:1901575
organic substance catabolic process

0.91188
7 / 475

GO:1901615
organic hydroxy compound metabolic process

0.44066
7 / 283


