
GO:0000166
nucleotide binding

0.001292
162 / 1611

GO:0001071
nucleic acid binding transcription factor activity

3.78e−06
90 / 695

GO:0001882
nucleoside binding

0.000330
127 / 1178

GO:0001883
purine nucleoside binding

0.000256
127 / 1171

GO:0003674
molecular_function

1.000000
712 / 8758

GO:0003700
sequence−specific DNA binding transcription factor activity

3.56e−06
90 / 694

GO:0003824
catalytic activity

0.268222
281 / 3356

GO:0005488
binding

3.58e−05
411 / 4426

GO:0005524
ATP binding

7.18e−06
115 / 960

GO:0016301
kinase activity

9.33e−06
77 / 582

GO:0016740
transferase activity

0.008653
128 / 1297

GO:0016772
transferase activity, transferring phosphorus−containing gro...

9.66e−06
89 / 701

GO:0016773
phosphotransferase activity, alcohol group as acceptor

3.09e−06
75 / 546

GO:0017076
purine nucleotide binding

0.000318
127 / 1177

GO:0030554
adenyl nucleotide binding

9.84e−05
119 / 1060

GO:0032549
ribonucleoside binding

0.000318
127 / 1177

GO:0032550
purine ribonucleoside binding

0.000256
127 / 1171

GO:0032553
ribonucleotide binding

0.000192
129 / 1185

GO:0032555
purine ribonucleotide binding

0.000256
127 / 1171

GO:0032559
adenyl ribonucleotide binding

9.07e−05
119 / 1058

GO:0035639
purine ribonucleoside triphosphate binding

3.07e−05
123 / 1075

GO:0036094
small molecule binding

0.001608
165 / 1653

GO:0043167
ion binding
0.003147

220 / 2316

GO:0043168
anion binding

0.000145
146 / 1363

GO:0097159
organic cyclic compound binding

0.000956
284 / 3019

GO:0097367
carbohydrate derivative binding

0.000425
129 / 1207

GO:1901265
nucleoside phosphate binding

0.001292
162 / 1611

GO:1901363
heterocyclic compound binding

0.000892
284 / 3016


