
GO:0006082
organic acid metabolic process

0.467173
43 / 1101

GO:0006520
cellular amino acid metabolic process

0.646114
13 / 365

GO:0006558
L−phenylalanine metabolic process

0.000368
4 / 10

GO:0006725
cellular aromatic compound metabolic process

0.381064
81 / 2046

GO:0006807
nitrogen compound metabolic process

0.846783
72 / 2072

GO:0006810
transport
0.076068
69 / 1533

GO:0008150
biological_process

1.000000
329 / 8599

GO:0008152
metabolic process

0.504898
198 / 5164

GO:0009072
aromatic amino acid family metabolic process

0.196726
7 / 124

GO:0009888
tissue development

0.488482
18 / 458

GO:0009987
cellular process

0.549757
203 / 5320

GO:0010087
phloem or xylem histogenesis

0.000728
8 / 52

GO:0019752
carboxylic acid metabolic process

0.577938
39 / 1039

GO:0032502
developmental process

0.887250
52 / 1562

GO:0042221
response to chemical

0.239364
75 / 1814

GO:0043436
oxoacid metabolic process

0.464607
43 / 1100

GO:0044237
cellular metabolic process

0.713883
159 / 4274

GO:0044238
primary metabolic process

0.663009
155 / 4136

GO:0044281
small molecule metabolic process

0.719804
53 / 1476

GO:0044699
single−organism process

0.411694
190 / 4901

GO:0044710
single−organism metabolic process

0.749644
110 / 3012

GO:0044763
single−organism cellular process

0.692376
143 / 3841

GO:0044765
single−organism transport

0.067245
62 / 1351

GO:0048856
anatomical structure development

0.868370
47 / 1407

GO:0050896
response to stimulus

0.330509
119 / 3001

GO:0051179
localization
0.122600
72 / 1655

GO:0051234
establishment of localization

0.085837
70 / 1569

GO:0051716
cellular response to stimulus

0.114297
61 / 1375

GO:0070887
cellular response to chemical stimulus

0.001174
41 / 657

GO:0071704
organic substance metabolic process

0.627808
173 / 4584

GO:0072348
sulfur compound transport

0.000368
4 / 10

GO:1901360
organic cyclic compound metabolic process

0.517519
82 / 2141

GO:1901564
organonitrogen compound metabolic process

0.802699
27 / 809

GO:1901605
alpha−amino acid metabolic process

0.465539
12 / 297

GO:1902221
erythrose 4−phosphate/phosphoenolpyruvate family amino acid ...

0.000368
4 / 10

GO:1902578
single−organism localization

0.059501
63 / 1365


