
GO:0000166
nucleotide binding

0.074805
60 / 1540

GO:0003674
molecular_function

1.000000
307 / 9416

GO:0003824
catalytic activity

0.067888
138 / 3829

GO:0005488
binding

0.330249
144 / 4286

GO:0008194
UDP−glycosyltransferase activity

0.006753
9 / 104

GO:0016491
oxidoreductase activity

0.216471
28 / 734

GO:0016614
oxidoreductase activity, acting on CH−OH group of donors

0.000395
11 / 100

GO:0016740
transferase activity

0.001601
68 / 1480

GO:0016757
transferase activity, transferring glycosyl groups

0.000320
20 / 260

GO:0016758
transferase activity, transferring hexosyl groups

0.013011
12 / 177

GO:0035251
UDP−glucosyltransferase activity

0.000572
7 / 45

GO:0036094
small molecule binding

0.107936
60 / 1579

GO:0043167
ion binding
0.230851
80 / 2273

GO:0043168
anion binding

0.324399
45 / 1285

GO:0046527
glucosyltransferase activity

0.002641
7 / 58

GO:0048037
cofactor binding

0.017282
13 / 206

GO:0050660
flavin adenine dinucleotide binding

0.000466
9 / 71

GO:0050662
coenzyme binding

0.004240
12 / 153

GO:0097159
organic cyclic compound binding

0.396359
94 / 2806

GO:1901265
nucleoside phosphate binding

0.074805
60 / 1540

GO:1901363
heterocyclic compound binding

0.385204
94 / 2799


