
GO:0003674
molecular_function

1.000000
4418 / 12195

GO:0003676
nucleic acid binding

6.93e−05
738 / 1835

GO:0003824
catalytic activity

0.656314
1691 / 4695

GO:0004028
3−chloroallyl aldehyde dehydrogenase activity

1.40e−05
11 / 11

GO:0005488
binding

1.50e−07
2243 / 5815

GO:0005515
protein binding

5.07e−10
655 / 1509

GO:0008601
protein phosphatase type 2A regulator activity

0.000286
10 / 11

GO:0016491
oxidoreductase activity

0.504993
343 / 946

GO:0016620
oxidoreductase activity, acting on the aldehyde or oxo group...

0.124302
14 / 29

GO:0016903
oxidoreductase activity, acting on the aldehyde or oxo group...

0.145698
19 / 42

GO:0019208
phosphatase regulator activity

0.001530
11 / 14

GO:0019888
protein phosphatase regulator activity

0.000489
11 / 13

GO:0030234
enzyme regulator activity

0.257570
56 / 143

GO:0097159
organic cyclic compound binding

0.003530
1420 / 3736

GO:0098772
molecular function regulator

0.497149
61 / 167

GO:1901363
heterocyclic compound binding

0.003401
1417 / 3727


