
GO:0006082
organic acid metabolic process

0.67161
29 / 1122

GO:0006520
cellular amino acid metabolic process

0.75285
9 / 390

GO:0006575
cellular modified amino acid metabolic process

0.06455
4 / 55

GO:0006725
cellular aromatic compound metabolic process

0.77048
75 / 2911

GO:0006732
coenzyme metabolic process

0.37232
7 / 213

GO:0006760
folic acid−containing compound metabolic process

0.00483
3 / 13

GO:0006807
nitrogen compound metabolic process

0.75153
77 / 2968

GO:0007275
multicellular organismal development

0.36923
57 / 1973

GO:0008150
biological_process

1.00000
330 / 11974

GO:0008152
metabolic process

0.53762
188 / 6833

GO:0009653
anatomical structure morphogenesis

0.24805
32 / 1022

GO:0009888
tissue development

0.14947
23 / 662

GO:0009987
cellular process

0.86019
190 / 7220

GO:0010015
root morphogenesis

0.01341
13 / 235

GO:0010053
root epidermal cell differentiation

0.00520
12 / 185

GO:0010054
trichoblast differentiation

0.00400
12 / 179

GO:0019752
carboxylic acid metabolic process

0.57338
29 / 1073

GO:0021700
developmental maturation

0.00811
11 / 172

GO:0022622
root system development

0.02226
16 / 333

GO:0030154
cell differentiation

0.12622
23 / 647

GO:0032501
multicellular organismal process

0.28570
64 / 2165

GO:0032502
developmental process

0.46007
64 / 2282

GO:0034641
cellular nitrogen compound metabolic process

0.75226
71 / 2746

GO:0042558
pteridine−containing compound metabolic process

0.00483
3 / 13

GO:0043436
oxoacid metabolic process

0.66782
29 / 1120

GO:0043603
cellular amide metabolic process

0.04841
4 / 50

GO:0044237
cellular metabolic process

0.92004
145 / 5699

GO:0044238
primary metabolic process

0.76037
149 / 5618

GO:0044281
small molecule metabolic process

0.83580
39 / 1614

GO:0044699
single−organism process

0.32174
184 / 6508

GO:0044707
single−multicellular organism process

0.35265
58 / 1998

GO:0044710
single−organism metabolic process

0.75961
94 / 3604

GO:0044763
single−organism cellular process

0.29685
140 / 4892

GO:0044767
single−organism developmental process

0.39361
64 / 2239

GO:0046483
heterocycle metabolic process

0.78244
70 / 2736

GO:0048364
root development

0.02226
16 / 333

GO:0048468
cell development

0.01730
19 / 406

GO:0048469
cell maturation

0.00547
11 / 163

GO:0048513
organ development

0.40066
28 / 958

GO:0048731
system development

0.33759
44 / 1492

GO:0048856
anatomical structure development

0.28853
61 / 2061

GO:0048869
cellular developmental process

0.08914
30 / 843

GO:0051186
cofactor metabolic process

0.59209
8 / 301

GO:0071704
organic substance metabolic process

0.74984
162 / 6079

GO:0090558
plant epidermis development

0.02631
17 / 368

GO:0090627
plant epidermal cell differentiation

0.00615
12 / 189

GO:1901360
organic cyclic compound metabolic process

0.64704
81 / 3030

GO:1901564
organonitrogen compound metabolic process

0.85775
20 / 889

GO:1901605
alpha−amino acid metabolic process

0.56526
8 / 294


