
GO:0000166

nucleotide binding

0.73886
85 / 1880

GO:0001882

nucleoside binding

0.45766

63 / 1291

GO:0001883

purine nucleoside binding

0.45244
63 / 1289

GO:0003674

molecular_function

1.00000

647 / 13506

GO:0003735

structural constituent of ribosome

0.00137
27 / 302

GO:0005198

structural molecule activity

0.00574

31 / 400

GO:0005488

binding

0.92560

270 / 5997

GO:0005525

GTP binding

0.00706

15 / 154

GO:0017076

purine nucleotide binding

0.46027

63 / 1292

GO:0019001

guanyl nucleotide binding

0.00792

15 / 156

GO:0019207

kinase regulator activity

0.00331

5 / 22

GO:0019887

protein kinase regulator activity

0.00266
5 / 21

GO:0030234

enzyme regulator activity

0.43288
10 / 191

GO:0032549

ribonucleoside binding

0.45766
63 / 1291

GO:0032550

purine ribonucleoside binding

0.45244

63 / 1289

GO:0032553

ribonucleotide binding

0.48900

63 / 1303

GO:0032555

purine ribonucleotide binding

0.45244

63 / 1289

GO:0032561

guanyl ribonucleotide binding

0.00706

15 / 154

GO:0035639

purine ribonucleoside triphosphate binding

0.50029
58 / 1203

GO:0036094

small molecule binding

0.72405
88 / 1936

GO:0043167

ion binding

0.83238
141 / 3144

GO:0043168

anion binding

0.68183

72 / 1573

GO:0097159

organic cyclic compound binding

0.51645
180 / 3758

GO:0097367

carbohydrate derivative binding

0.47646
64 / 1319

GO:0098772

molecular function regulator

0.45553

11 / 215

GO:1901265

nucleoside phosphate binding

0.73886

85 / 1880

GO:1901363

heterocyclic compound binding

0.57075
178 / 3748


