
GO:0006091
generation of precursor metabolites and energy

7.51e−12
65 / 367

GO:0006139
nucleobase−containing compound metabolic process

0.360658
165 / 2223

GO:0006351
transcription, DNA−templated

0.218631
101 / 1297

GO:0006354
DNA−templated transcription, elongation

7.50e−16
30 / 74

GO:0006725
cellular aromatic compound metabolic process

0.102425
199 / 2546

GO:0006778
porphyrin−containing compound metabolic process

0.000806
23 / 156

GO:0006787
porphyrin−containing compound catabolic process

2.52e−05
14 / 55

GO:0006807
nitrogen compound metabolic process

0.055932
211 / 2657

GO:0008150
biological_process

1.000000
752 / 10402

GO:0008152
metabolic process

0.001667
474 / 6023

GO:0009056
catabolic process

0.030918
88 / 1005

GO:0009058
biosynthetic process

0.341763
250 / 3382

GO:0009059
macromolecule biosynthetic process

0.551386
158 / 2199

GO:0009987
cellular process

0.027690
486 / 6376

GO:0010467
gene expression

0.347531
127 / 1698

GO:0015979
photosynthesis

1.51e−14
60 / 283

GO:0015994
chlorophyll metabolic process

0.000104
23 / 136

GO:0015996
chlorophyll catabolic process

9.83e−06
14 / 51

GO:0016070
RNA metabolic process

0.344023
132 / 1765

GO:0018130
heterocycle biosynthetic process

0.172307
123 / 1571

GO:0019438
aromatic compound biosynthetic process

0.224838
128 / 1663

GO:0019439
aromatic compound catabolic process

0.011370
23 / 192

GO:0019684
photosynthesis, light reaction

3.39e−12
48 / 222

GO:0032774
RNA biosynthetic process

0.221112
101 / 1298

GO:0033013
tetrapyrrole metabolic process

0.000806
23 / 156

GO:0033015
tetrapyrrole catabolic process

2.52e−05
14 / 55

GO:0034641
cellular nitrogen compound metabolic process

0.122635
190 / 2441

GO:0034645
cellular macromolecule biosynthetic process

0.555367
154 / 2145

GO:0034654
nucleobase−containing compound biosynthetic process

0.331333
106 / 1406

GO:0042440
pigment metabolic process

0.000547
30 / 220

GO:0043170
macromolecule metabolic process

0.303289
293 / 3955

GO:0044237
cellular metabolic process

0.091158
385 / 5075

GO:0044238
primary metabolic process

0.384178
372 / 5085

GO:0044248
cellular catabolic process

0.129354
69 / 835

GO:0044249
cellular biosynthetic process

0.609724
224 / 3139

GO:0044260
cellular macromolecule metabolic process

0.605422
265 / 3706

GO:0044270
cellular nitrogen compound catabolic process

0.007872
23 / 186

GO:0044271
cellular nitrogen compound biosynthetic process

0.292122
118 / 1555

GO:0044699
single−organism process

0.001796
456 / 5774

GO:0044710
single−organism metabolic process

0.000537
278 / 3277

GO:0044712
single−organism catabolic process

0.003925
63 / 624

GO:0044763
single−organism cellular process

0.057472
344 / 4466

GO:0046149
pigment catabolic process

9.83e−06
14 / 51

GO:0046483
heterocycle metabolic process

0.086752
191 / 2424

GO:0046700
heterocycle catabolic process

0.007386
23 / 185

GO:0051186
cofactor metabolic process

0.001464
39 / 329

GO:0051187
cofactor catabolic process

2.52e−05
14 / 55

GO:0071704
organic substance metabolic process

0.088442
410 / 5418

GO:0090304
nucleic acid metabolic process

0.421876
148 / 2013

GO:0097659
nucleic acid−templated transcription

0.218631
101 / 1297

GO:1901360
organic cyclic compound metabolic process

0.074690
208 / 2640

GO:1901361
organic cyclic compound catabolic process

0.014330
23 / 196

GO:1901362
organic cyclic compound biosynthetic process

0.273802
134 / 1765

GO:1901564
organonitrogen compound metabolic process

0.005022
78 / 811

GO:1901565
organonitrogen compound catabolic process

0.000246
24 / 153

GO:1901575
organic substance catabolic process

0.084521
72 / 850

GO:1901576
organic substance biosynthetic process

0.474748
239 / 3289


