
GO:0000166
nucleotide binding

0.046878
164 / 1195

GO:0001882
nucleoside binding

0.001086
136 / 875

GO:0001883
purine nucleoside binding

0.000941
136 / 872

GO:0003674
molecular_function

1.000000
864 / 7069

GO:0003824
catalytic activity

0.501801
360 / 2942

GO:0004672
protein kinase activity

3.21e−06
87 / 445

GO:0005488
binding

0.439533
408 / 3317

GO:0005524
ATP binding

1.90e−05
125 / 725

GO:0016301
kinase activity

2.21e−05
96 / 527

GO:0016740
transferase activity

4.28e−06
199 / 1232

GO:0016772
transferase activity, transferring phosphorus−containing gro...

9.59e−05
105 / 609

GO:0016773
phosphotransferase activity, alcohol group as acceptor

3.23e−06
94 / 491

GO:0017076
purine nucleotide binding

0.000840
137 / 877

GO:0030554
adenyl nucleotide binding

2.01e−05
132 / 775

GO:0032549
ribonucleoside binding

0.001035
136 / 874

GO:0032550
purine ribonucleoside binding

0.000941
136 / 872

GO:0032553
ribonucleotide binding

0.000750
138 / 882

GO:0032555
purine ribonucleotide binding

0.000941
136 / 872

GO:0032559
adenyl ribonucleotide binding

1.76e−05
132 / 773

GO:0035639
purine ribonucleoside triphosphate binding

0.001113
129 / 824

GO:0036094
small molecule binding

0.072448
165 / 1221

GO:0043167
ion binding
0.080241
229 / 1733

GO:0043168
anion binding

0.001138
155 / 1017

GO:0097159
organic cyclic compound binding

0.018554
297 / 2207

GO:0097367
carbohydrate derivative binding

0.000851
139 / 892

GO:1901265
nucleoside phosphate binding

0.046878
164 / 1195

GO:1901363
heterocyclic compound binding

0.018542
296 / 2199


