
GO:0003674
molecular_function

1.000000
1804 / 12119

GO:0005488
binding

0.000213
919 / 5707

GO:0005515
protein binding

6.60e−10
300 / 1471

GO:0008270
zinc ion binding

0.000304
158 / 824

GO:0031072
heat shock protein binding

0.000280
22 / 69

GO:0043167
ion binding
0.013962
508 / 3154

GO:0043169
cation binding

0.080687
273 / 1702

GO:0046872
metal ion binding

0.044965
259 / 1585

GO:0046914
transition metal ion binding

0.137206
199 / 1246

GO:0051082
unfolded protein binding

6.83e−05
24 / 72


