
GO:0006139
nucleobase−containing compound metabolic process

0.616480
42 / 2302

GO:0006325
chromatin organization

0.395963
7 / 320

GO:0006342
chromatin silencing

0.000466
10 / 148

GO:0006346
methylation−dependent chromatin silencing

0.000684
7 / 79

GO:0006351
transcription, DNA−templated

0.285266
26 / 1227

GO:0006355
regulation of transcription, DNA−templated

0.204890
24 / 1069

GO:0006725
cellular aromatic compound metabolic process

0.611164
49 / 2674

GO:0006807
nitrogen compound metabolic process

0.682906
49 / 2736

GO:0006996
organelle organization

0.292976
23 / 1080

GO:0008150
biological_process

1.000000
183 / 9737

GO:0008152
metabolic process

0.694444
107 / 5843

GO:0009058
biosynthetic process

0.889720
56 / 3367

GO:0009059
macromolecule biosynthetic process

0.767934
36 / 2106

GO:0009889
regulation of biosynthetic process

0.315179
25 / 1196

GO:0009890
negative regulation of biosynthetic process

0.014722
10 / 239

GO:0009892
negative regulation of metabolic process

0.028448
13 / 383

GO:0009987
cellular process

0.887874
108 / 6139

GO:0010467
gene expression

0.537610
34 / 1814

GO:0010468
regulation of gene expression

0.346484
25 / 1216

GO:0010556
regulation of macromolecule biosynthetic process

0.295011
24 / 1132

GO:0010558
negative regulation of macromolecule biosynthetic process

0.013577
10 / 236

GO:0010605
negative regulation of macromolecule metabolic process

0.030571
12 / 347

GO:0010629
negative regulation of gene expression

0.038942
11 / 320

GO:0016043
cellular component organization

0.170412
38 / 1736

GO:0016070
RNA metabolic process

0.307862
37 / 1807

GO:0016458
gene silencing

0.004341
11 / 232

GO:0016568
chromatin modification

0.231428
7 / 265

GO:0016569
covalent chromatin modification

0.191144
7 / 250

GO:0018130
heterocycle biosynthetic process

0.481131
31 / 1616

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.298091
24 / 1134

GO:0019222
regulation of metabolic process

0.522593
29 / 1537

GO:0019438
aromatic compound biosynthetic process

0.344211
35 / 1731

GO:0031047
gene silencing by RNA

0.003334
10 / 192

GO:0031048
chromatin silencing by small RNA

9.29e−05
8 / 77

GO:0031323
regulation of cellular metabolic process

0.354194
27 / 1324

GO:0031324
negative regulation of cellular metabolic process

0.014303
11 / 274

GO:0031326
regulation of cellular biosynthetic process

0.247241
25 / 1150

GO:0031327
negative regulation of cellular biosynthetic process

0.013951
10 / 237

GO:0032774
RNA biosynthetic process

0.289662
26 / 1230

GO:0034641
cellular nitrogen compound metabolic process

0.557003
47 / 2523

GO:0034645
cellular macromolecule biosynthetic process

0.745750
36 / 2085

GO:0034654
nucleobase−containing compound biosynthetic process

0.285815
30 / 1431

GO:0040029
regulation of gene expression, epigenetic

0.012607
11 / 269

GO:0043170
macromolecule metabolic process

0.508936
72 / 3814

GO:0043933
macromolecular complex subunit organization

0.350223
14 / 656

GO:0044237
cellular metabolic process

0.791433
89 / 4998

GO:0044238
primary metabolic process

0.802090
86 / 4852

GO:0044249
cellular biosynthetic process

0.898373
52 / 3163

GO:0044260
cellular macromolecule metabolic process

0.577745
67 / 3608

GO:0044271
cellular nitrogen compound biosynthetic process

0.386486
32 / 1605

GO:0044699
single−organism process

0.913586
94 / 5458

GO:0044763
single−organism cellular process

0.936313
70 / 4235

GO:0045814
negative regulation of gene expression, epigenetic

0.000519
10 / 150

GO:0045892
negative regulation of transcription, DNA−templated

0.009945
10 / 225

GO:0045934
negative regulation of nucleobase−containing compound metabo...

0.011167
10 / 229

GO:0046483
heterocycle metabolic process

0.625926
46 / 2525

GO:0048519
negative regulation of biological process

0.080784
18 / 672

GO:0048523
negative regulation of cellular process

0.033542
14 / 433

GO:0050789
regulation of biological process

0.907997
41 / 2569

GO:0050794
regulation of cellular process

0.750083
38 / 2199

GO:0051171
regulation of nitrogen compound metabolic process

0.243047
25 / 1147

GO:0051172
negative regulation of nitrogen compound metabolic process

0.011167
10 / 229

GO:0051252
regulation of RNA metabolic process

0.212822
24 / 1075

GO:0051253
negative regulation of RNA metabolic process

0.009945
10 / 225

GO:0051276
chromosome organization

0.120827
12 / 437

GO:0060255
regulation of macromolecule metabolic process

0.425432
26 / 1317

GO:0065007
biological regulation

0.962192
42 / 2771

GO:0071704
organic substance metabolic process

0.871884
92 / 5272

GO:0071840
cellular component organization or biogenesis

0.257470
40 / 1920

GO:0080090
regulation of primary metabolic process

0.383615
26 / 1291

GO:0090304
nucleic acid metabolic process

0.417574
40 / 2046

GO:0097659
nucleic acid−templated transcription

0.285266
26 / 1227

GO:1901360
organic cyclic compound metabolic process

0.690607
49 / 2743

GO:1901362
organic cyclic compound biosynthetic process

0.455532
35 / 1810

GO:1901576
organic substance biosynthetic process

0.891835
54 / 3261

GO:1902589
single−organism organelle organization

0.396625
12 / 575

GO:1902679
negative regulation of RNA biosynthetic process

0.009945
10 / 225

GO:1903506
regulation of nucleic acid−templated transcription

0.204890
24 / 1069

GO:1903507
negative regulation of nucleic acid−templated transcription

0.009945
10 / 225

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.295011
24 / 1132

GO:2000113
negative regulation of cellular macromolecule biosynthetic p...

0.013577
10 / 236

GO:2001141
regulation of RNA biosynthetic process

0.204890
24 / 1069


