
GO:0000166
nucleotide binding

0.405417
69 / 1597

GO:0001882
nucleoside binding

0.183323
54 / 1142

GO:0001883
purine nucleoside binding

0.172776
54 / 1136

GO:0003674
molecular_function

1.000000
385 / 9197

GO:0003824
catalytic activity

0.000124
194 / 3789

GO:0005488
binding

0.816206
175 / 4375

GO:0005525
GTP binding

0.001314
14 / 133

GO:0016405
CoA−ligase activity

0.000373
5 / 16

GO:0016491
oxidoreductase activity

0.354845
34 / 756

GO:0016701
oxidoreductase activity, acting on single donors with incorp...

0.002857
4 / 15

GO:0016702
oxidoreductase activity, acting on single donors with incorp...

0.000519
4 / 10

GO:0016874
ligase activity

0.003487
13 / 132

GO:0016877
ligase activity, forming carbon−sulfur bonds

0.002256
5 / 23

GO:0016878
acid−thiol ligase activity

0.000683
5 / 18

GO:0017076
purine nucleotide binding

0.179768
54 / 1140

GO:0019001
guanyl nucleotide binding

0.001518
14 / 135

GO:0032549
ribonucleoside binding

0.181541
54 / 1141

GO:0032550
purine ribonucleoside binding

0.172776
54 / 1136

GO:0032553
ribonucleotide binding

0.151876
55 / 1146

GO:0032555
purine ribonucleotide binding

0.172776
54 / 1136

GO:0032561
guanyl ribonucleotide binding

0.001314
14 / 133

GO:0035639
purine ribonucleoside triphosphate binding

0.088909
53 / 1055

GO:0036094
small molecule binding

0.435380
70 / 1634

GO:0043167
ion binding
0.500693

100 / 2379

GO:0043168
anion binding

0.144822
64 / 1345

GO:0051213
dioxygenase activity

0.036055
6 / 59

GO:0097159
organic cyclic compound binding

0.860128
113 / 2918

GO:0097367
carbohydrate derivative binding

0.173336
55 / 1159

GO:1901265
nucleoside phosphate binding

0.405417
69 / 1597

GO:1901363
heterocyclic compound binding

0.851685
113 / 2910


