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purine nucleoside binding
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molecular_function
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1206 / 9565
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catalytic activity
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GO:0003993
acid phosphatase activity

0.0196
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transporter activity
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GO:0008146
sulfotransferase activity
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4 / 10

GO:0008509
anion transmembrane transporter activity

0.5139
14 / 109

GO:0015075
ion transmembrane transporter activity
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36 / 311

GO:0015103
inorganic anion transmembrane transporter activity

0.2978
6 / 36

GO:0015112
nitrate transmembrane transporter activity

0.0282
4 / 10

GO:0016491
oxidoreductase activity

0.4842
102 / 803

GO:0016614
oxidoreductase activity, acting on CH−OH group of donors

0.0446
20 / 107

GO:0016616
oxidoreductase activity, acting on the CH−OH group of donors...

0.0194
19 / 92

GO:0016740
transferase activity

0.8364
174 / 1467

GO:0016782
transferase activity, transferring sulfur−containing groups

0.0419
5 / 16

GO:0016787
hydrolase activity

0.3333
169 / 1299

GO:0016788
hydrolase activity, acting on ester bonds

0.4833
54 / 423

GO:0016791
phosphatase activity

0.3448
20 / 143

GO:0017076
purine nucleotide binding

0.7939
114 / 964

GO:0022857
transmembrane transporter activity

0.4664
61 / 476

GO:0022891
substrate−specific transmembrane transporter activity

0.5269
49 / 389

GO:0022892
substrate−specific transporter activity

0.4204
58 / 446

GO:0030554
adenyl nucleotide binding

0.8425
99 / 855

GO:0032549
ribonucleoside binding

0.7865
114 / 962

GO:0032550
purine ribonucleoside binding

0.7865
114 / 962

GO:0032553
ribonucleotide binding

0.7933
115 / 972

GO:0032555
purine ribonucleotide binding

0.7865
114 / 962

GO:0032559
adenyl ribonucleotide binding

0.8425
99 / 855

GO:0036094
small molecule binding

0.7743
176 / 1462

GO:0042578
phosphoric ester hydrolase activity

0.3651
25 / 183

GO:0043167
ion binding

0.9622
271 / 2341

GO:0043168
anion binding

0.9527
134 / 1200

GO:0043531
ADP binding

5.36e−07
23 / 61

GO:0097159
organic cyclic compound binding

0.9149
327 / 2749

GO:0097367
carbohydrate derivative binding

0.8033
116 / 983

GO:1901265
nucleoside phosphate binding

0.7129
172 / 1412

GO:1901363
heterocyclic compound binding

0.9124
326 / 2739


