
GO:0006139
nucleobase−containing compound metabolic process

< 1e−20
916 / 2296

GO:0006725
cellular aromatic compound metabolic process

3.19e−19
991 / 2539

GO:0006807
nitrogen compound metabolic process

< 1e−20
1045 / 2654

GO:0007275
multicellular organismal development

1.99e−09
587 / 1518

GO:0008150
biological_process

1
2418 / 7495

GO:0008152
metabolic process

7.52e−10
1662 / 4788

GO:0009553
embryo sac development

< 1e−20
122 / 185

GO:0009987
cellular process

1.99e−09
1735 / 5032

GO:0016070
RNA metabolic process

3.07e−19
726 / 1769

GO:0032501
multicellular organismal process

6.36e−08
601 / 1588

GO:0032502
developmental process

5.98e−08
620 / 1643

GO:0034641
cellular nitrogen compound metabolic process

< 1e−20
979 / 2474

GO:0034660
ncRNA metabolic process

< 1e−20
169 / 288

GO:0043170
macromolecule metabolic process

1.13e−09
1202 / 3351

GO:0044237
cellular metabolic process

3.29e−11
1511 / 4278

GO:0044238
primary metabolic process

3.02e−10
1461 / 4142

GO:0044260
cellular macromolecule metabolic process

5.70e−10
1154 / 3197

GO:0044699
single−organism process

2.08e−09
1512 / 4322

GO:0044707
single−multicellular organism process

2.40e−09
592 / 1534

GO:0044767
single−organism developmental process

4.08e−08
614 / 1622

GO:0046483
heterocycle metabolic process

< 1e−20
977 / 2468

GO:0048229
gametophyte development

3.54e−13
142 / 266

GO:0048856
anatomical structure development

1.04e−06
550 / 1465

GO:0071704
organic substance metabolic process

1.49e−11
1562 / 4432

GO:0090304
nucleic acid metabolic process

3.90e−15
801 / 2043

GO:1901360
organic cyclic compound metabolic process

4.19e−19
1012 / 2603


