
GO:0003674
molecular_function

1.000000
2604 / 9393

GO:0003824
catalytic activity

0.999677
876 / 3414

GO:0016301
kinase activity

0.999963
88 / 443

GO:0016740
transferase activity

0.992102
294 / 1183

GO:0016757
transferase activity, transferring glycosyl groups

0.628867
56 / 208

GO:0016758
transferase activity, transferring hexosyl groups

0.541250
42 / 152

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.000551
13 / 20

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.999937
112 / 538

GO:0016776
phosphotransferase activity, phosphate group as acceptor

0.000297
9 / 11

GO:0016829
lyase activity

0.600330
36 / 133

GO:0016830
carbon−carbon lyase activity

0.194717
14 / 40

GO:0016832
aldehyde−lyase activity

0.000887
8 / 10

GO:0019205
nucleobase−containing compound kinase activity

0.000896
9 / 12

GO:0045735
nutrient reservoir activity

0.000315
16 / 26


