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nucleic acid binding
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RNA binding
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catalytic activity
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kinase activity
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transferase activity
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658 / 974
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transferase activity, transferring phosphorus−containing gro...
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nucleobase−containing compound kinase activity
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pyridoxal phosphate binding

0.00606
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ion binding
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973 / 1466
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anion binding
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602 / 888
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cofactor binding
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GO:0097159
organic cyclic compound binding

0.63684
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heterocyclic compound binding

0.62046
1319 / 1936


