
GO:0001510
RNA methylation

< 1e−20
173 / 174

GO:0006139
nucleobase−containing compound metabolic process

1.52e−18
1355 / 1963

GO:0006725
cellular aromatic compound metabolic process

3.87e−18
1493 / 2184

GO:0006807
nitrogen compound metabolic process

< 1e−20
1593 / 2320

GO:0008150
biological_process

1
4421 / 7261

GO:0008152
metabolic process

< 1e−20
3030 / 4645

GO:0009451
RNA modification

< 1e−20
244 / 284

GO:0009987
cellular process

< 1e−20
3184 / 4892

GO:0016070
RNA metabolic process

4.47e−15
1019 / 1463

GO:0022613
ribonucleoprotein complex biogenesis

< 1e−20
265 / 299

GO:0032259
methylation
3.51e−20
292 / 352

GO:0034641
cellular nitrogen compound metabolic process

< 1e−20
1479 / 2140

GO:0042254
ribosome biogenesis

< 1e−20
261 / 294

GO:0043170
macromolecule metabolic process

6.30e−17
2107 / 3180

GO:0043412
macromolecule modification

6.11e−11
873 / 1268

GO:0043414
macromolecule methylation

1.81e−19
287 / 347

GO:0044085
cellular component biogenesis

< 1e−20
616 / 814

GO:0044237
cellular metabolic process

< 1e−20
2724 / 4064

GO:0044238
primary metabolic process

< 1e−20
2689 / 4075

GO:0044260
cellular macromolecule metabolic process

6.69e−18
1997 / 2993

GO:0044281
small molecule metabolic process

< 1e−20
1103 / 1474

GO:0044699
single−organism process

2.17e−15
2775 / 4293

GO:0044710
single−organism metabolic process

3.02e−16
1772 / 2645

GO:0046483
heterocycle metabolic process

< 1e−20
1469 / 2124

GO:0071704
organic substance metabolic process

< 1e−20
2837 / 4309

GO:0071840
cellular component organization or biogenesis

< 1e−20
1232 / 1740

GO:0090304
nucleic acid metabolic process

4.49e−11
1126 / 1664

GO:1901360
organic cyclic compound metabolic process

1.83e−19
1572 / 2299


