
GO:0000041
transition metal ion transport

2.78e−20
92 / 181

GO:0001510
RNA methylation

< 1e−20
93 / 159

GO:0006066
alcohol metabolic process

4.73e−10
98 / 270

GO:0006139
nucleobase−containing compound metabolic process

0.041508
496 / 2298

GO:0006629
lipid metabolic process

0.329615
179 / 856

GO:0006694
steroid biosynthetic process

9.08e−15
79 / 170

GO:0006725
cellular aromatic compound metabolic process

0.000229
591 / 2604

GO:0006807
nitrogen compound metabolic process

0.009548
597 / 2733

GO:0006810
transport
1.41e−05
410 / 1702

GO:0006811
ion transport

1.07e−09
199 / 669

GO:0006812
cation transport

1.81e−08
153 / 502

GO:0008150
biological_process

1.000000
2036 / 10039

GO:0008152
metabolic process

1.78e−12
1344 / 5951

GO:0008202
steroid metabolic process

8.81e−14
80 / 179

GO:0008610
lipid biosynthetic process

0.115277
136 / 611

GO:0009058
biosynthetic process

1.11e−14
877 / 3588

GO:0009451
RNA modification

1.83e−14
100 / 240

GO:0009987
cellular process

4.89e−13
1411 / 6276

GO:0010817
regulation of hormone levels

1.19e−17
125 / 301

GO:0016070
RNA metabolic process

0.279561
360 / 1729

GO:0016128
phytosteroid metabolic process

1.06e−16
58 / 100

GO:0016129
phytosteroid biosynthetic process

2.83e−17
58 / 98

GO:0016131
brassinosteroid metabolic process

5.51e−17
58 / 99

GO:0016132
brassinosteroid biosynthetic process

1.44e−17
58 / 97

GO:0030001
metal ion transport

7.04e−13
135 / 377

GO:0032259
methylation
8.10e−15
149 / 409

GO:0034641
cellular nitrogen compound metabolic process

0.007965
551 / 2506

GO:0042445
hormone metabolic process

5.91e−13
86 / 204

GO:0042446
hormone biosynthetic process

3.79e−13
80 / 183

GO:0043170
macromolecule metabolic process

3.91e−05
859 / 3850

GO:0043412
macromolecule modification

0.000103
363 / 1519

GO:0043414
macromolecule methylation

5.03e−15
149 / 407

GO:0044237
cellular metabolic process

4.49e−06
1092 / 4941

GO:0044238
primary metabolic process

4.29e−08
1128 / 5028

GO:0044260
cellular macromolecule metabolic process

0.000479
792 / 3587

GO:0044281
small molecule metabolic process

2.69e−09
416 / 1613

GO:0044283
small molecule biosynthetic process

1.84e−09
221 / 764

GO:0044699
single−organism process

1.06e−13
1310 / 5740

GO:0044710
single−organism metabolic process

4.58e−07
777 / 3365

GO:0044711
single−organism biosynthetic process

4.57e−13
500 / 1894

GO:0044765
single−organism transport

8.39e−07
380 / 1523

GO:0046165
alcohol biosynthetic process

1.15e−13
95 / 229

GO:0046483
heterocycle metabolic process

0.002081
558 / 2501

GO:0051179
localization
0.000360
430 / 1854

GO:0051234
establishment of localization

6.89e−05
413 / 1743

GO:0065007
biological regulation

2.24e−06
658 / 2828

GO:0065008
regulation of biological quality

3.81e−10
214 / 723

GO:0071554
cell wall organization or biogenesis

< 1e−20
233 / 656

GO:0071704
organic substance metabolic process

4.16e−12
1229 / 5383

GO:0090304
nucleic acid metabolic process

0.412298
408 / 1992

GO:1901360
organic cyclic compound metabolic process

1.58e−07
652 / 2754

GO:1901362
organic cyclic compound biosynthetic process

1.27e−06
438 / 1793

GO:1901576
organic substance biosynthetic process

1.11e−14
847 / 3446

GO:1901615
organic hydroxy compound metabolic process

5.18e−06
112 / 376

GO:1901617
organic hydroxy compound biosynthetic process

9.39e−10
101 / 284

GO:1902578
single−organism localization

9.67e−07
382 / 1534


