
GO:0000226
microtubule cytoskeleton organization

0.094504
12 / 109

GO:0005975
carbohydrate metabolic process

0.035415
96 / 1112

GO:0006461
protein complex assembly

0.098205
40 / 449

GO:0006605
protein targeting

0.619587
31 / 446

GO:0006606
protein import into nucleus

0.037919
12 / 94

GO:0006810
transport
0.897399

123 / 1873

GO:0006886
intracellular protein transport

0.795927
32 / 501

GO:0006913
nucleocytoplasmic transport

0.042981
15 / 128

GO:0006996
organelle organization

0.666265
78 / 1122

GO:0007010
cytoskeleton organization

0.106499
25 / 266

GO:0007017
microtubule−based process

0.109288
14 / 135

GO:0007020
microtubule nucleation

0.004249
8 / 37

GO:0008104
protein localization

0.933481
34 / 588

GO:0008150
biological_process

1.000000
840 / 11616

GO:0008152
metabolic process

0.673473
486 / 6799

GO:0009056
catabolic process

0.100789
93 / 1132

GO:0009057
macromolecule catabolic process

0.017858
43 / 429

GO:0009058
biosynthetic process

0.427671
288 / 3943

GO:0009311
oligosaccharide metabolic process

0.496845
10 / 133

GO:0009312
oligosaccharide biosynthetic process

0.072501
6 / 41

GO:0009894
regulation of catabolic process

0.051938
4 / 20

GO:0009987
cellular process

0.670481
502 / 7018

GO:0010325
raffinose family oligosaccharide biosynthetic process

0.004005
4 / 10

GO:0015031
protein transport

0.890231
33 / 549

GO:0016043
cellular component organization

0.508139
142 / 1961

GO:0016051
carbohydrate biosynthetic process

0.014082
54 / 553

GO:0016482
cytoplasmic transport

0.607163
27 / 387

GO:0017038
protein import

0.230561
14 / 155

GO:0019222
regulation of metabolic process

0.847881
111 / 1667

GO:0019538
protein metabolic process

0.759514
161 / 2329

GO:0022607
cellular component assembly

0.152367
50 / 597

GO:0030163
protein catabolic process

0.030206
35 / 349

GO:0031109
microtubule polymerization or depolymerization

0.006986
8 / 40

GO:0033036
macromolecule localization

0.801151
50 / 766

GO:0033365
protein localization to organelle

0.655825
21 / 310

GO:0034504
protein localization to nucleus

0.043560
12 / 96

GO:0034613
cellular protein localization

0.844279
32 / 516

GO:0034622
cellular macromolecular complex assembly

0.152624
37 / 430

GO:0042176
regulation of protein catabolic process

0.004005
4 / 10

GO:0042991
transcription factor import into nucleus

0.000187
8 / 24

GO:0043170
macromolecule metabolic process

0.632097
298 / 4177

GO:0043623
cellular protein complex assembly

0.214940
32 / 382

GO:0043933
macromolecular complex subunit organization

0.133123
61 / 732

GO:0044085
cellular component biogenesis

0.074149
81 / 958

GO:0044238
primary metabolic process

0.545967
405 / 5616

GO:0044699
single−organism process

0.701331
457 / 6414

GO:0044710
single−organism metabolic process

0.702549
267 / 3782

GO:0044711
single−organism biosynthetic process

0.664661
144 / 2048

GO:0044723
single−organism carbohydrate metabolic process

0.021997
76 / 838

GO:0044744
protein targeting to nucleus

0.037919
12 / 94

GO:0044763
single−organism cellular process

0.814008
339 / 4851

GO:0044765
single−organism transport

0.649045
119 / 1692

GO:0045184
establishment of protein localization

0.894594
33 / 551

GO:0046785
microtubule polymerization

0.004249
8 / 37

GO:0046907
intracellular transport

0.769193
43 / 654

GO:0050789
regulation of biological process

0.946867
182 / 2774

GO:0051169
nuclear transport

0.042981
15 / 128

GO:0051170
nuclear import

0.040671
12 / 95

GO:0051179
localization
0.969757

126 / 2006

GO:0051234
establishment of localization

0.929781
123 / 1903

GO:0051246
regulation of protein metabolic process

0.678053
11 / 168

GO:0051258
protein polymerization

0.063900
12 / 102

GO:0051641
cellular localization

0.926300
46 / 766

GO:0051649
establishment of localization in cell

0.866269
45 / 718

GO:0060255
regulation of macromolecule metabolic process

0.876078
91 / 1396

GO:0065003
macromolecular complex assembly

0.091046
42 / 471

GO:0065007
biological regulation

0.878925
207 / 3054

GO:0070271
protein complex biogenesis

0.100646
40 / 450

GO:0070727
cellular macromolecule localization

0.850159
33 / 533

GO:0071702
organic substance transport

0.384757
75 / 1000

GO:0071704
organic substance metabolic process

0.661278
433 / 6061

GO:0071822
protein complex subunit organization

0.171705
41 / 487

GO:0071840
cellular component organization or biogenesis

0.446778
163 / 2228

GO:0072594
establishment of protein localization to organelle

0.607659
21 / 302

GO:0080090
regulation of primary metabolic process

0.766790
95 / 1399

GO:1901575
organic substance catabolic process

0.155888
78 / 964

GO:1901576
organic substance biosynthetic process

0.462029
277 / 3807

GO:1902578
single−organism localization

0.688679
119 / 1707

GO:1902580
single−organism cellular localization

0.639715
31 / 450

GO:1902582
single−organism intracellular transport

0.594863
42 / 596

GO:1902589
single−organism organelle organization

0.736438
37 / 558

GO:1902593
single−organism nuclear import

0.037919
12 / 94


