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116 / 1489
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molecular_function

1.000000
759 / 9003

GO:0003735
structural constituent of ribosome

0.007563
39 / 311
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catalytic activity

0.116053
314 / 3536
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structural molecule activity

0.017041
43 / 368

GO:0005215
transporter activity

0.217796
45 / 474
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ion channel activity

0.001243
9 / 33
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binding

0.901395
342 / 4252

GO:0015075
ion transmembrane transporter activity

0.256435
21 / 213

GO:0015267
channel activity

0.015201
9 / 47

GO:0016740
transferase activity

0.290568
116 / 1310

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.001750
12 / 55

GO:0022803
passive transmembrane transporter activity

0.015201
9 / 47

GO:0022836
gated channel activity

0.000727
8 / 25
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substrate−specific channel activity

0.015201
9 / 47

GO:0022857
transmembrane transporter activity

0.472026
31 / 359

GO:0022891
substrate−specific transmembrane transporter activity

0.407503
26 / 291

GO:0022892
substrate−specific transporter activity

0.489368
29 / 338

GO:0036094
small molecule binding

0.881079
118 / 1532

GO:0043167
ion binding
0.756190
174 / 2151

GO:0043168
anion binding

0.675690
98 / 1206

GO:0048037
cofactor binding

0.088257
23 / 203

GO:0050660
flavin adenine dinucleotide binding

0.006567
13 / 72

GO:0050662
coenzyme binding

0.080034
18 / 150

GO:0097159
organic cyclic compound binding

0.989585
209 / 2805

GO:1901265
nucleoside phosphate binding

0.847244
116 / 1489

GO:1901363
heterocyclic compound binding

0.988193
209 / 2798


