
GO:0003674
molecular_function

1.000000
625 / 11436

GO:0003676
nucleic acid binding

0.272863
90 / 1547

GO:0003723
RNA binding

0.067439
28 / 381

GO:0003729
mRNA binding

0.004251
4 / 13

GO:0003824
catalytic activity

0.231160
264 / 4661

GO:0004176
ATP−dependent peptidase activity

0.000521
6 / 20

GO:0005484
SNAP receptor activity

0.000274
6 / 18

GO:0005488
binding

0.227202
295 / 5223

GO:0005515
protein binding

0.629232
71 / 1339

GO:0008233
peptidase activity

0.412696
17 / 289

GO:0016462
pyrophosphatase activity

0.074755
35 / 498

GO:0016597
amino acid binding

0.002939
5 / 19

GO:0016787
hydrolase activity

0.072583
103 / 1646

GO:0016817
hydrolase activity, acting on acid anhydrides

0.090433
35 / 507

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.083211
35 / 503

GO:0016887
ATPase activity

0.120477
20 / 276

GO:0017111
nucleoside−triphosphatase activity

0.065646
34 / 476

GO:0031406
carboxylic acid binding

0.049259
5 / 37

GO:0036094
small molecule binding

0.350813
107 / 1887

GO:0042623
ATPase activity, coupled

0.311597
13 / 202

GO:0043167
ion binding
0.436736

160 / 2889

GO:0043168
anion binding

0.235488
92 / 1565

GO:0043177
organic acid binding

0.049259
5 / 37

GO:0044822
poly(A) RNA binding

0.004251
4 / 13

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.434932
16 / 275

GO:0097159
organic cyclic compound binding

0.339255
189 / 3366

GO:1901363
heterocyclic compound binding

0.361563
188 / 3360


