
GO:0003674
molecular_function

1.000000
1688 / 11311

GO:0003676
nucleic acid binding

0.949262
185 / 1371

GO:0003723
RNA binding

0.037546
56 / 298

GO:0003727
single−stranded RNA binding

0.000802
9 / 19

GO:0003755
peptidyl−prolyl cis−trans isomerase activity

2.58e−06
17 / 35

GO:0003824
catalytic activity

2.83e−05
771 / 4658

GO:0005488
binding

0.363142
754 / 5005

GO:0008187
poly−pyrimidine tract binding

1.45e−05
9 / 13

GO:0016168
chlorophyll binding

5.58e−07
14 / 23

GO:0016853
isomerase activity

3.92e−07
45 / 143

GO:0016859
cis−trans isomerase activity

1.05e−05
17 / 38

GO:0046906
tetrapyrrole binding

0.340914
38 / 237

GO:0097159
organic cyclic compound binding

0.746395
459 / 3148

GO:1901363
heterocyclic compound binding

0.745693
458 / 3141


