
GO:0001510
RNA methylation

7.68e−08
33 / 115

GO:0006139
nucleobase−containing compound metabolic process

0.266001
192 / 1712

GO:0006605
protein targeting

0.014786
59 / 415

GO:0006626
protein targeting to mitochondrion

4.74e−05
20 / 72

GO:0006725
cellular aromatic compound metabolic process

0.245472
223 / 1989

GO:0006807
nitrogen compound metabolic process

0.223067
230 / 2045

GO:0006810
transport
0.036051
170 / 1396

GO:0006839
mitochondrial transport

0.000386
21 / 89

GO:0006886
intracellular protein transport

0.007635
66 / 458

GO:0006996
organelle organization

0.425470
80 / 725

GO:0007005
mitochondrion organization

7.96e−05
22 / 86

GO:0008104
protein localization

0.009287
72 / 511

GO:0008150
biological_process

1.000000
858 / 7964

GO:0008152
metabolic process

0.507471
498 / 4620

GO:0009451
RNA modification

2.26e−05
37 / 171

GO:0009987
cellular process

0.095093
541 / 4853

GO:0015031
protein transport

0.005544
72 / 500

GO:0016043
cellular component organization

0.331246
142 / 1273

GO:0016070
RNA metabolic process

0.255704
147 / 1298

GO:0016482
cytoplasmic transport

0.013019
46 / 308

GO:0022613
ribonucleoprotein complex biogenesis

2.94e−06
34 / 139

GO:0032259
methylation
0.000708
47 / 273

GO:0033036
macromolecule localization

0.009371
87 / 635

GO:0033365
protein localization to organelle

0.034024
37 / 254

GO:0034613
cellular protein localization

0.010660
66 / 465

GO:0034641
cellular nitrogen compound metabolic process

0.281775
210 / 1882

GO:0042254
ribosome biogenesis

1.44e−06
34 / 135

GO:0043170
macromolecule metabolic process

0.319295
325 / 2954

GO:0043412
macromolecule modification

0.645842
126 / 1200

GO:0043414
macromolecule methylation

0.000465
47 / 268

GO:0044085
cellular component biogenesis

0.004219
78 / 543

GO:0044237
cellular metabolic process

0.172183
429 / 3856

GO:0044238
primary metabolic process

0.288473
419 / 3813

GO:0044260
cellular macromolecule metabolic process

0.393205
303 / 2775

GO:0044699
single−organism process

0.315515
479 / 4380

GO:0044765
single−organism transport

0.025143
155 / 1249

GO:0045184
establishment of protein localization

0.005819
72 / 501

GO:0046483
heterocycle metabolic process

0.251950
209 / 1863

GO:0046907
intracellular transport

0.011968
77 / 558

GO:0051179
localization
0.067812

177 / 1488

GO:0051234
establishment of localization

0.044136
170 / 1405

GO:0051641
cellular localization

0.066972
79 / 624

GO:0051649
establishment of localization in cell

0.018821
79 / 586

GO:0070585
protein localization to mitochondrion

4.74e−05
20 / 72

GO:0070727
cellular macromolecule localization

0.018162
66 / 477

GO:0071702
organic substance transport

0.024921
102 / 789

GO:0071704
organic substance metabolic process

0.301317
452 / 4124

GO:0071840
cellular component organization or biogenesis

0.062372
174 / 1457

GO:0072594
establishment of protein localization to organelle

0.027451
37 / 250

GO:0072655
establishment of protein localization to mitochondrion

4.74e−05
20 / 72

GO:0090304
nucleic acid metabolic process

0.187595
173 / 1512

GO:1901360
organic cyclic compound metabolic process

0.113179
238 / 2068

GO:1902578
single−organism localization

0.030748
155 / 1257

GO:1902580
single−organism cellular localization

0.013451
59 / 413

GO:1902582
single−organism intracellular transport

0.028305
69 / 513


