
GO:0000166
nucleotide binding

0.032567
239 / 1894

GO:0001882
nucleoside binding

0.194531
164 / 1357

GO:0001883
purine nucleoside binding

0.188816
164 / 1355

GO:0003674
molecular_function

1.000000
1291 / 11370

GO:0003824
catalytic activity

0.061238
555 / 4657

GO:0005488
binding

0.338761
626 / 5447

GO:0008047
enzyme activator activity

0.000382
9 / 22

GO:0015035
protein disulfide oxidoreductase activity

5.82e−05
15 / 44

GO:0015036
disulfide oxidoreductase activity

1.45e−05
17 / 49

GO:0016491
oxidoreductase activity

0.006809
123 / 878

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.099368
21 / 138

GO:0016853
isomerase activity

0.001540
26 / 125

GO:0017076
purine nucleotide binding

0.197426
164 / 1358

GO:0030234
enzyme regulator activity

0.064687
23 / 146

GO:0030554
adenyl nucleotide binding

0.279214
143 / 1202

GO:0032549
ribonucleoside binding

0.194531
164 / 1357

GO:0032550
purine ribonucleoside binding

0.188816
164 / 1355

GO:0032553
ribonucleotide binding

0.185594
166 / 1371

GO:0032555
purine ribonucleotide binding

0.188816
164 / 1355

GO:0032559
adenyl ribonucleotide binding

0.275525
143 / 1201

GO:0036094
small molecule binding

0.029309
246 / 1948

GO:0043167
ion binding
0.836776

319 / 2933

GO:0043168
anion binding

0.160304
197 / 1627

GO:0043531
ADP binding

0.001230
22 / 98

GO:0097159
organic cyclic compound binding

0.320660
404 / 3490

GO:0097367
carbohydrate derivative binding

0.189587
167 / 1381

GO:0098772
molecular function regulator

0.146514
24 / 169

GO:1901265
nucleoside phosphate binding

0.032567
239 / 1894

GO:1901363
heterocyclic compound binding

0.337886
402 / 3479


