
GO:0000166
nucleotide binding

0.222714
125 / 1067

GO:0001882
nucleoside binding

0.038802
105 / 814

GO:0001883
purine nucleoside binding

0.036574
105 / 812

GO:0003674
molecular_function

1.000000
715 / 6498

GO:0003774
motor activity

0.001678
15 / 60

GO:0003777
microtubule motor activity

0.000572
14 / 49

GO:0003824
catalytic activity

0.200483
284 / 2483

GO:0005488
binding

0.259631
368 / 3266

GO:0005524
ATP binding

0.003867
95 / 668

GO:0008194
UDP−glycosyltransferase activity

0.018573
14 / 70

GO:0016462
pyrophosphatase activity

0.090595
38 / 278

GO:0016740
transferase activity

0.537569
112 / 1022

GO:0016757
transferase activity, transferring glycosyl groups

0.092524
25 / 173

GO:0016758
transferase activity, transferring hexosyl groups

0.038575
19 / 113

GO:0016787
hydrolase activity

0.036579
111 / 863

GO:0016817
hydrolase activity, acting on acid anhydrides

0.086249
39 / 285

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.102079
38 / 281

GO:0017076
purine nucleotide binding

0.041137
105 / 816

GO:0017111
nucleoside−triphosphatase activity

0.087669
37 / 269

GO:0030554
adenyl nucleotide binding

0.012016
101 / 745

GO:0032549
ribonucleoside binding

0.037675
105 / 813

GO:0032550
purine ribonucleoside binding

0.036574
105 / 812

GO:0032553
ribonucleotide binding

0.033956
106 / 818

GO:0032555
purine ribonucleotide binding

0.036574
105 / 812

GO:0032559
adenyl ribonucleotide binding

0.011578
101 / 744

GO:0035251
UDP−glucosyltransferase activity

0.000525
11 / 33

GO:0035639
purine ribonucleoside triphosphate binding

0.016442
99 / 737

GO:0036094
small molecule binding

0.203938
129 / 1097

GO:0043167
ion binding
0.063385

204 / 1695

GO:0043168
anion binding

0.036249
121 / 948

GO:0046527
glucosyltransferase activity

0.001108
12 / 41

GO:0097159
organic cyclic compound binding

0.214483
246 / 2146

GO:0097367
carbohydrate derivative binding

0.049438
106 / 831

GO:1901265
nucleoside phosphate binding

0.222714
125 / 1067

GO:1901363
heterocyclic compound binding

0.228320
245 / 2142


