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molecular_function
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435 / 9391

GO:0003824
catalytic activity

0.99999
132 / 3741

GO:0005488
binding
0.83972

192 / 4352

GO:0005515
protein binding

0.06096
66 / 1185

GO:0008289
lipid binding

0.00952
12 / 120

GO:0016168
chlorophyll binding

0.00141
5 / 19

GO:0016491
oxidoreductase activity

0.86118
30 / 767

GO:0016627
oxidoreductase activity, acting on the CH−CH group of donors

0.01492
5 / 32

GO:0031072
heat shock protein binding

0.00446
8 / 57

GO:0046906
tetrapyrrole binding

0.09694
14 / 206

GO:0051082
unfolded protein binding

0.04334
5 / 42

GO:0097159
organic cyclic compound binding

0.96282
111 / 2739

GO:1901363
heterocyclic compound binding

0.95863
111 / 2729


