
GO:0003674
molecular_function

1.00000
337 / 9239

GO:0003676
nucleic acid binding

0.13423
57 / 1355

GO:0003723
RNA binding

0.91601
9 / 361

GO:0003727
single−stranded RNA binding

0.06734
3 / 26

GO:0003824
catalytic activity

0.98047
117 / 3690

GO:0004364
glutathione transferase activity

0.01782
4 / 28

GO:0005488
binding
0.49615

161 / 4398

GO:0008187
poly−pyrimidine tract binding

0.01892
3 / 16

GO:0008266
poly(U) RNA binding

0.01892
3 / 16

GO:0016740
transferase activity

0.96926
40 / 1407

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.01161
7 / 68

GO:0045735
nutrient reservoir activity

0.00487
5 / 31

GO:0097159
organic cyclic compound binding

0.67104
100 / 2830

GO:1901363
heterocyclic compound binding

0.74234
98 / 2822


