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catalytic activity

0.809346
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829 / 3568

GO:0005515
protein binding
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transferase activity
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GO:0016757
transferase activity, transferring glycosyl groups
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43 / 201
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transferase activity, transferring hexosyl groups
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xyloglucan:xyloglucosyl transferase activity

1.97e−05
12 / 16
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ligase activity
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ligase activity, forming carbon−nitrogen bonds
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GO:0016884
carbon−nitrogen ligase activity, with glutamine as amido−N−d...

0.000772
8 / 11
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unfolded protein binding

9.78e−05
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