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nucleotide binding

0.611584
33 / 1159

GO:0003674
molecular_function

1.000000
208 / 7072

GO:0003824
catalytic activity

0.011226
104 / 2972

GO:0004857
enzyme inhibitor activity

5.93e−06
10 / 58

GO:0005488
binding

0.459851
99 / 3325

GO:0008762
UDP−N−acetylmuramate dehydrogenase activity

3.03e−05
6 / 22

GO:0016491
oxidoreductase activity

0.000168
34 / 607

GO:0016614
oxidoreductase activity, acting on CH−OH group of donors

0.000572
10 / 98

GO:0016616
oxidoreductase activity, acting on the CH−OH group of donors...

0.000146
10 / 83

GO:0030234
enzyme regulator activity

0.000375
10 / 93

GO:0036094
small molecule binding

0.679292
33 / 1192

GO:0043167
ion binding
0.682382
49 / 1750

GO:0043168
anion binding

0.865897
24 / 983

GO:0048037
cofactor binding

5.65e−05
18 / 215

GO:0050660
flavin adenine dinucleotide binding

3.76e−05
10 / 71

GO:0050662
coenzyme binding

4.61e−05
15 / 155

GO:0097159
organic cyclic compound binding

0.414930
66 / 2181

GO:0098772
molecular function regulator

0.001511
10 / 111

GO:1901265
nucleoside phosphate binding

0.611584
33 / 1159

GO:1901363
heterocyclic compound binding

0.404437
66 / 2175


