
GO:0000166

nucleotide binding

0.044854

167 / 1167

GO:0001882

nucleoside binding

0.210018

113 / 827

GO:0001883

purine nucleoside binding

0.205947

113 / 826

GO:0003674

molecular_function

1.000000

1030 / 8096

GO:0003824

catalytic activity

0.808958

391 / 3170

GO:0005488

binding

0.204003

467 / 3570

GO:0016491

oxidoreductase activity

0.513889

87 / 683

GO:0016620

oxidoreductase activity, acting on the aldehyde or oxo group...

0.006646

7 / 19

GO:0016853

isomerase activity

0.015128

18 / 83

GO:0016854

racemase and epimerase activity

0.000452

7 / 13

GO:0016857

racemase and epimerase activity, acting on carbohydrates and...

0.001093

6 / 11

GO:0016860

intramolecular oxidoreductase activity

0.006646

7 / 19

GO:0016903

oxidoreductase activity, acting on the aldehyde or oxo group...

0.039286

7 / 26

GO:0017076

purine nucleotide binding

0.222491

113 / 830

GO:0030554

adenyl nucleotide binding

0.104916

105 / 736

GO:0032549

ribonucleoside binding

0.210018

113 / 827

GO:0032550

purine ribonucleoside binding

0.205947

113 / 826

GO:0032553

ribonucleotide binding

0.224018

114 / 838

GO:0032555

purine ribonucleotide binding

0.205947

113 / 826

GO:0032559

adenyl ribonucleotide binding

0.099529

105 / 734

GO:0036094

small molecule binding

0.052918

170 / 1196

GO:0043167

ion binding

0.264132

252 / 1914

GO:0043168

anion binding

0.336617

134 / 1017

GO:0043531

ADP binding

0.001167

24 / 99

GO:0097159

organic cyclic compound binding

0.505594

286 / 2246

GO:0097367

carbohydrate derivative binding

0.229770

115 / 847

GO:1901265

nucleoside phosphate binding

0.044854

167 / 1167

GO:1901363

heterocyclic compound binding

0.498030

286 / 2244


