
GO:0001071

nucleic acid binding transcription factor activity

1.17e−07

35 / 765

GO:0003674

molecular_function

1.000000

169 / 9587

GO:0003700

sequence−specific DNA binding transcription factor activity

1.17e−07

35 / 765

GO:0003824

catalytic activity

0.999971

40 / 3621

GO:0005215

transporter activity

0.523472

9 / 500

GO:0005488

binding

0.427643

80 / 4444

GO:0008270

zinc ion binding

0.000869

22 / 602

GO:0008324

cation transmembrane transporter activity

0.139564

6 / 199

GO:0015075

ion transmembrane transporter activity

0.128996

8 / 284

GO:0015085

calcium ion transmembrane transporter activity

0.001351

3 / 13

GO:0015399

primary active transmembrane transporter activity

0.193507

3 / 86

GO:0015405

P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.193507

3 / 86

GO:0015662

ATPase activity, coupled to transmembrane movement of ions, ...

0.004920

3 / 20

GO:0016462

pyrophosphatase activity

0.764253

5 / 359

GO:0016787

hydrolase activity

0.997399

12 / 1301

GO:0016817

hydrolase activity, acting on acid anhydrides

0.650834

6 / 374

GO:0016818

hydrolase activity, acting on acid anhydrides, in phosphorus...

0.635250

6 / 368

GO:0016820

hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.121897

3 / 69

GO:0016887

ATPase activity

0.451606

4 / 195

GO:0017111

nucleoside−triphosphatase activity

0.728404

5 / 343

GO:0022804

active transmembrane transporter activity

0.509140

4 / 210

GO:0022857

transmembrane transporter activity

0.278474

9 / 402

GO:0022890

inorganic cation transmembrane transporter activity

0.094517

5 / 137

GO:0022891

substrate−specific transmembrane transporter activity

0.157581

9 / 346

GO:0022892

substrate−specific transporter activity

0.273724

9 / 400

GO:0042623

ATPase activity, coupled

0.459086

3 / 142

GO:0042625

ATPase activity, coupled to transmembrane movement of ions

0.030935

3 / 39

GO:0042626

ATPase activity, coupled to transmembrane movement of substa...

0.114234

3 / 67

GO:0043167

ion binding

0.488169

41 / 2293

GO:0043169

cation binding

0.018291

31 / 1203

GO:0043492

ATPase activity, coupled to movement of substances

0.114234

3 / 67

GO:0046872

metal ion binding

0.011737

30 / 1116

GO:0046873

metal ion transmembrane transporter activity

0.013330

5 / 80

GO:0046914

transition metal ion binding

0.012704

25 / 889

GO:0072509

divalent inorganic cation transmembrane transporter activity

0.011538

3 / 27


