
GO:0003674
molecular_function

1.000000
2441 / 8622

GO:0003676
nucleic acid binding

0.491201
349 / 1230

GO:0003723
RNA binding

5.76e−05
142 / 380

GO:0003735
structural constituent of ribosome

1.37e−15
136 / 266

GO:0003824
catalytic activity

0.003752
1104 / 3702

GO:0005198
structural molecule activity

2.63e−12
151 / 328

GO:0005488
binding

0.019105
1185 / 4031

GO:0005507
copper ion binding

0.000594
53 / 126

GO:0016853
isomerase activity

0.000171
58 / 135

GO:0043167
ion binding
0.378923
619 / 2165

GO:0043169
cation binding

0.664518
295 / 1061

GO:0046872
metal ion binding

0.829990
265 / 979

GO:0046914
transition metal ion binding

0.753726
210 / 769

GO:0097159
organic cyclic compound binding

0.094322
779 / 2660

GO:1901363
heterocyclic compound binding

0.089462
779 / 2658


