
GO:0003674
molecular_function

1.00000
2150 / 7355

GO:0003676
nucleic acid binding

0.00226
387 / 1182

GO:0003723
RNA binding

5.84e−10
172 / 397

GO:0003735
structural constituent of ribosome

< 1e−20
195 / 273

GO:0003824
catalytic activity

0.67114
878 / 3031

GO:0004175
endopeptidase activity

0.20147
40 / 121

GO:0004298
threonine−type endopeptidase activity

1.32e−06
17 / 21

GO:0005198
structural molecule activity

< 1e−20
208 / 321

GO:0005488
binding
0.49936

1071 / 3662

GO:0008233
peptidase activity

0.54621
57 / 196

GO:0016787
hydrolase activity

0.86665
290 / 1042

GO:0070003
threonine−type peptidase activity

1.32e−06
17 / 21

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.57105
54 / 187

GO:0097159
organic cyclic compound binding

0.01044
780 / 2520

GO:1901363
heterocyclic compound binding

0.00933
779 / 2514


